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Genotypes of Ty-2 and Ty-3 markers in a validation panel of 30 varieties with known phenotypes against TYLCV.
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* R = homozygous form of the resistant allele, H = heterozygous form, and § = homozygous form of the susceptible allele.

Ty-22} Ty-3 2ALEX| HES| R =4 23t

KA

> EOIE 2efUEEHI0[Z A Xehd HEE 0f7 & 0|2 o|8et #E &Y

iz

(E& 10-2019-0142455 / 10-2019-0142456)




