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ANEAEE A34ME, A41ME, A67TALE, A78 WA 894E, A94Md, A100M4LE, A113M L, A1784LE, A
17944, #1202 WA 2134 LE, #2208 <LE, A2214L, A2234YE, A245 WA 2474 L, A429 WA 4374 <L,
4409 L, A4504 L, A454 WA 45948 = A461 WA 46449 L9 60 mer ST AL FEFHLEO]=RE o] Fo]X
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(AA71A, 471 ol &stelldAd HolA Fdaz

DNA-ZA 3 il ZAWRKY(DNA-binding WRKY), A 337 RanBP2-3 w2 (Zinc finger, RanBP2-type), =& IAE=
ZhEEslE s 185 v Z=w|<l(Glycoside hydrolase, family 18, catalytic domain), ¥&hd @248 4/PNT
C-Z<k(Alanine dehydrogenase/PNT, C-terminal), SASFEIHOIE/H-2JEA S A A YA (Oxoglutarate/iron-
dependent oxygenase), AlH-Ed| /o] ZA-ta & 7]i}olA|(Serine-threonine/tyrosine-protein kinase),
Hiy-I11 93 @A (Hly-111 related), ZEF=EAloPI-FAF @A (Plastocyanin-like), NAAEA-FAL o
w2 (Exostosin-like), ThiJ/Pfpl ©¥l&(ThiJ/Pfpl), EITkAl C1A 39 C-2eH(Peptidase CIA, papain C-
terminal), FH]FE(Ubiquitin), SFEFY AMEEA] Fv] Z=wQl(Glutamine synthetase, catalytic domain),
3 HEZA A (Haem peroxidase, plant/fungal/bacterial), <¢FvlE WA ZdolE 4k duld(Malate
transporter, aliminium tolerance), ABC E#MAZEE-FAF @M A (ABC transporter-like), 744l 2B EdQl
(Kinesin, motor domain) ¥ Alo]E¥ FEe| L Elo]=-A3 @M A (Cyclic nucleotide-binding)E TR &
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oR¥H AgHE guae agsts FAAAY, Ei

A= HHE(GenBank Accession Number) BT084636, AK069960, AK067654, AK102058, 0s01g0100300,
AK361773, AK109672, AK063677, AK058809, AKO71631, AKO060453, AK104386, AK070393, EU957122, AK108547,
AK062765, AK287607, AY518317, AK287608, AK068267, AK058750, AK103501, AK107431, AK121050, AK071010,
AK064583, AK119632, AK111637, AK334279, AK120618, AKO071882, AK099586, AK099560, AK059414, AK110747,
EU963629, AF403129, AK062280, AK105697, AK105697, AK120907, AK106810, AK065384, CT835499, AK065589,
AK109732, AK242481, AK059965, AK068090, AK059965, AK065615, AK066134, AK109732, AK066570, AK104313,
AK071383, AK065466, AK252948, AK071531, AK121834, AK103839, AK070485, AK101230, AK067581, AK065414,
AK099499, AK099499, BT083668, AK065018, AK242194, AK069955, AK104082, AK104429, AK119786, CT835895,
AK099977, AK099977, AK067134, AK065011, AK100196, CT835895, AK070878, AK068323, AK071199, AK243460,
AK070706, AK073998, AK065011, AK242370, AKO073119, AK361653, CT836008, AK071366, AK100243, AK107854,
AK111712, AK100248, AK068035, AK098993, AK111990, AK287495, AK071882, AK065697, AK105511, AK071882,
AK120720, AKO065177, CT835416, AK108444, AK109390, AK063973, AK068597, AK063712, CT835416, AK287991,
AK241976, AK062287, AK288034, AK106274, AK105789, AK241935, AK240784, AK100412, AK288034, AK107849,
AK102322, AK099108, AK066834, AK104053, AK374593, AK110783, AK288124, AK111974, AK243288, AK067694,
AK288124, CT835247, AK110810, AK072113, AK065026, AK062447, AK066260, AK105902, AKO71118, AK062298,
BT068927, AK072113, AK105810, AK107775, AK072113, AK064292, 0s02g075465, AK120132, AK071274, AK242242,
AK062298, AK068727, AK064764, AK110633, 0s05g037420, AK105810, CT835015, AK240902, AK058853, AK069082,
AK070135, AK072692, AK059872, AK063475, AK119494, AK356501, AK241644, AK064292, X05662, X05662,
AK064478, AK242298, AK059618, AK243623, AK059338, EU972110, AK248985, AK063672, AK121863, AK064707,
AK059781, AY466109, AK061298, AK108983, AK107671, AKO70416, AK105201, AK106424, AK107865, AK063151,
AB297928, AK100910, AK119689, AK063729, AK073466, AK104981, AK243280, AK070469, AK108499, AK071055,
AK360624, AK243280, AK062428, AK065631, AK243276, AK120042, AK242268, AY647254, AK107674, AK111073,
AK108797, AK062579, AK060061, AK062579, AK108824, AK062579, AK106319, AK110796, AK107988, CT835470,
AK101049, AK243106, AK106563, AK110545, AK101081, AY647254, AK105205, AK107988, AK121870, AK064552,
CT828063, AK121719, AK105205, AKO71372, AK248720, AK104741, AK060110, AK099507, AF099376, BT054858,
CT836047, AK243500, AK058439, AK119367, AK061288, AK071260, AK061204, AK099021, AK101440, AK062579,
AK063270, AK062840, AK112086, AK102027, CT835966, AK061288, AK071260, EU945787, AK073088, AK070948,
AK069728, AK070981, C(T836220, AK105293, AK100163, AK241652, AK119824, AK063136, AK062617, AK099964,
AK242508, AK073398, AK071470, AK109943, AK243653, AK103618, AK241239, AK062840, AK102139, AK063869,
AK102139, AK063869, AK358826, AK063682, AK063270, AK100272, AK287981, AK072692, AK099659, AK241570,
AK287981, AK099659, AK107839, AKO70682, AK099659, AK120677, AK072789, AK105709, AK062109, AK065615,
AK072914, AK360937, AK119434, CT836467, AK059179, AK287508, AK068061, AK062109, AK063491, BT084282,
AK120191, AKO068042, BT084282, AK065544, AKO066643, AK070682, AF014469, AK062814, AK241359, AK066552,
AK287981, AK242473, (CT836192, AK065938, AK062109, AK059205, AK241587, AK071531, AK241407, AK069515,
AK066894, AK243431, AK243560, AK107174, AK063698, AK102146, AK073133, AK069582, AK110974, AK063251,
AK119500, AK318524, AK067744, AK063900, AK121967, AK072958, AK061280, AK070056, AK061280, AK366630,
CT836407, AK063251, AK110449, AK360624, AK063683, AK111414, AK060486, AK106068, AK240898, AK071408,
AK111765, AK100124, AK062477, AK242231, AK106990, AK061042, AK099339, AK104020, AK105798, AK241202,
AK108718, FP098799, C(T837962, AK241770, AK111440, AK105239, AK110892, AK249370, AK105578, AK105578,
AK108716, AK110925, 0s03g032290, AK243650, AK062984, AK105222, AK067543, AK288017, AK062280, AK358545,
DQ244334, AK108198, AK108007, AK071383, 734270, AK108425, AK071383, AK065945, AK107633, AK107633,
L27209, AK105378, AK062460, AK241230, AK059759, AK062832, AK242220 ! AK242220% F4¥ & wo2ZHE A
gu= Aol oste] FAIH= frHztelth).

2779

Agatell loiA], 7] @A]] NEL W(Oryza sativa)] A WH.

5 Al A



[0001]

[0002]

[0003]

[0004]

[0005]

[0006]

[0007]

oo o)Ll Yol w2 Eoluke §HA i 19 gHe ¥dtelE olduAd AL FAE
2 7| Ed #A3F Folt}

W E o e

WA 9 A SR Ae] ol d Rokill e dHNE ALY
TGl o] FoA gk, Bk opyel WAMY EUALE o] &7 FA A 9T
o A EolAe A, AS, AENste FH, EY &9 ngdat FE A nXe I, FH
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o

WAL o) gk Q19 EAWolE Muller(1927)7F 2348 dl WAMAS ZAEIH EdAWol&o] Holfds 2A
A 2= AL, Stadler(1928)7F HEle} &4l o] a7 yeldts AFES 93Uy 152
Eddoe] AT EAHoR AWEM] At (Stadler 1928). A} x A

9 A ditxog

LET(Linear Energy Transfer)9} aXl, o]2®W, FTAAAAI} & 11 LET=E FEHti(Natio et al 2005). # LET
o} 31 LETel| uwhehx] A&EA el H]i]":— @eFo] detA 7] wiol] EAWOlE FEdly] fsliAe st AP U
S Adeaop gtk WAl o] ZAbEl AEAE DNAG 7] HE= Wl 93-S FAvt DNASE DNA B DNA9H

&l H
e WA, DNA o] WstE A4 EE A4S o] dolu Wolg fEahed,
Aoz 4#HA Uh(Belli et al. 2002; Roldan-Arjona and Ariza 2009). <19
° of 93] EAWE FES= WHoREE y A, Xd, T4, A 2 AL A
I 2 o ARG AP S o] &3 A HJ’*VJ FAUEE AEAN FFAA AE B 24 Ui
A g = Hol Aok, i AR APl mat tpA s o
= 499 &4 Acute) 9 AMgoz %7]71} of Ax zAlelE @hZAN(Chronic) & F-2%ht}.

kel ZAF3E

o] &3}l X (ionizing Radiation) YWFH o2 A e A& Ay} wde] qaxrt AR T A%
HE A EY] Aol HAAHoR HE AV AFEta ndZgdAE AT sEH WA TS AaATlE AL
2 g vk, a2y Ml e azte] ztole AEwitt zbelrt Qloew | F vol, AE FHe AY F
of we} deldth(Kovalchuk et al. 2004). T3t o] 23fo =] FollA] fnlde 71 dubdor AlgH: =
Awoldolm A} Aol ma} xpo]7F QAW DNA @712l random deletion® @] AHH 0 &4& +
= Ao oA vk, 1 AR Anbd Al Wil Y, 328 73, 99 vk wdkd g4 @4 T
wafgith, o] 2Hle i1 LETEA #& EdWol&S Ho|n thE EdAWoldrT) damages AA FAW FH2
mutation spectrums RoJA Hsdlhe Edvoldozs 73 v oy, M e 5 A, v T,
T A7, 249 AT 22 g aRlEe] duAgste 5% 34S e, 54 fHxe
s WsA7IaL Qo &S S7HATIH AAA o), HAAdAl Iy 2tk A= J3gs 71
= Ao BRuFoxa 9l

{m

nfo]A7ojglo] B4 AF AT Az vhEo
th. wle]la o e] V)& =

Kol =

i = T -
o] AFe=mr A £ Qe UEF FHA T A Alxdloltt. 53] Affymetrix  GenChip
oligonucleotideZ Fa&)3to] AH FAst= FHZ ald 44 probesS LULEE JAE =& Whior A%

H
o sterd wwA Poleh & = ek,

He $Elvdgies 58 A AA A9 b o]do] FAoR dh= Fash AgF FEolth. WE n=12 GAAIQ] o
WA AEZ Ame =7|7F 280-430mb E HIwZA Fo} FHA Ao o] vH(Arumuganathan and Earle

1991). S FAAe FAgo] v FEI & FeHS HolH,
AEe] mdz g2 Ao o]8F il dth(Agrqwal and

A gel frAAk wdel fArete] ©abg
akwal 2006; Jwa et al. 2006; Kim et al. 2004).
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B OgAES A% f44 Bdel i AEERct 4RI &S olgste], olesluiA el *F o,
FaE oleduAe FF L 2 rEYe A%y w2 ST & e fA4 JE wE fuA Qe
e gAstel oo A7 wHsYa, 7 Ad} ol Lol Wk 1 Rl SolHow Wt wAd
HET FA48 4EHon Mo, B 3y s Hn

mepd B R BAe o estu U] nE vy RUAE Sous fu4 wi 10 UEe EF:

I
T A
ol&stelUA Y A& £A4E 2 VIES AFdte d Utk

B o] thE BAe o eaquAN] }E Solws FAAE Agdtel, o LaqUAN FF oY, FEE
oJesUANY FR R 1 FEFS G AR P ATHE d 9

B oae g H5A gl oojge shy)e] el Al Av, Fe B =l ofel] Bk wgetetA At

FAe] #E T

woagel shiel e
dortol=e] v, mi i
T Qe AdErE AgEs Hojw 1%e

= i
SUET, BEAA EE $FA0RYE e

1) ol yA el w2 Eo|ihg Frxe] FwEUElE NG, (i) 37 7&F

A = L= of ArRAolAY Holxdoz Fds}st

qd& ¥, ALET(Linear Energy Transfer),
o2zl YA Y A& FAHAES AFst= AHolt).

o714, 47] o]&3euA Pl wE Eolukg A DNA-AF M AWRKY(DNA-binding WRKY), #ZFFA
RanBP2-3 A (Zinc finger, RanBP2-type), = IAI= 7Fwdlas 18%F Ful =<l (Glycoside
hydrolase, family 18, catalytic domain), <#hd E4a2/PNT C-ZtH(Alanine dehydrogenase/PNT, C-
terminal), SAZFEoE/H-2&A A A YA (Oxoglutarate/iron-dependent oxygenase), A#-Ed o/
Elo] 2Al-t+wl A F)vjolA|(Serine-threonine/tyrosine-protein kinase), Hly-II1 <dx @l (Hly-111
related), ZHAEAXolI-FAF  ©lz (Plastocyanin-like), ALAEA-GA}F A (Exostosin-like),
ThiJ/Pfpl w9 A (ThiJ/Pfpl), WE|ThA] C1A 3¢l C-Eek(Peptidase ClA, papain C-terminal), FR]FHE
(Ubiquitin), =FEF AEelA] Zv] Z=w|Ql(Glutamine synthetase, catalytic domain), 3 ¥|&A| Al (Haem
peroxidase, plant/fungal/bacterial), &¢FvlE WA Lo]E 4t i@ (Malate transporter, aliminium
tolerance), ABC EU;WAXE-FAF WA (ABC transporter-like), 714l 2B Z=w2l(Kinesin, motor domain)
2 xlo|Fe FEH S el =-A% WA (Cyelic nucleotide-binding)E TAHE FO=ZFE HMdxE= gulg
S ZYsE FAANIAY, B WA HHF (GenBank Accession Number) BT084636, AK069960, AK067654,
AK102058, 0s01g0100300, AK361773, AK109672, AK063677, AK058309, AK071631, AK060453, AK104386,
AK070393, EU957122, AK108547, AK062765, AK287607, AY518317, AK287608, AK068267, AK058750, AK103501,
AK107431, AK121050, AK071010, AK064583, AK119632, AK111637, AK334279, AK120618, AK071882, AK099586,
AK099560, AK059414, AK110747, EU963629, AF403129, AK062280, AK105697, AK105697, AK120907, AK106810,
AK065384, CT835499, AK065589, AK109732, AK242481, AK059965, AK068090, AK059965, AK065615, AK066134,
AK109732, AK066570, AK104313, AK071383, AK065466, AK252948, AKO071531, AK121834, AK103839, AK070485,
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AK101230, AKO67581, AK065414, AK099499, AK099499, BT083668, AK065018, AK242194, AK069955, AK104082,
AK104429, AK119786, CT835895, AK099977, AK099977, AKO067134, AK065011, AK100196, CT835895, AK070878,
AK068323, AK071199, AK243460, AKO70706, AKO073998, AKO065011, AK242370, AK073119, AK361653, CT836008,
AK071366, AK100243, AK107854, AK111712, AK100248, AKO068035, AK098993, AK111990, AK287495, AK071882,
AK065697, AK105511, AK071882, AK120720, AKO065177, CT835416, AK108444, AK109390, AK063973, AK068597,
AK063712, CT835416, AK287991, AK241976, AK062287, AK288034, AK106274, AK105789, AK241935, AK240784,
AK100412, AK288034, AK107849, AK102322, AK099108, AKO066834, AK104053, AK374593, AK110783, AK288124,
AK111974, AK243288, AK067694, AK288124, (CT835247, AK110810, AK072113, AK065026, AK062447, AK066260,
AK105902,  AKO71118, AK062298, BT068927, AK072113, AK105810, AK107775, AK072113, AK064292,
0s02g075465(tp1b0056d17), AK120132, AKO71274, AK242242, AK062298, AK068727, AK064764, AK110633,
0s05g037420(tp1b0035021), AK105810, CT835015, AK240902, AK058853, AK069082, AK070135, AK072692,
AK059872, AK063475, AK119494, AK356501, AK241644, AK064292, X05662, X05662, AK064478, AK242298,
AK059618, AK243623, AK059338, EU972110, AK248985, AK063672, AK121863, AK064707, AK059781, AY466109,
AK061298, AK108983, AK107671, AK070416, AK105201, AK106424, AK107865, AK063151, AB297928, AK100910,
AK119689, AK063729, AK073466, AK104981, AK243280, AK070469, AK108499, AK071055, AK360624, AK243280,
AK062428, AK065631, AK243276, AK120042, AK242268, AY647254, AK107674, AK111073, AK108797, AK062579,
AK060061, AK062579, AK108824, AK062579, AK106319, AK110796, AK107988, (T835470, AK101049, AK243106,
AK106563, AK110545, AK101081, AY647254, AK105205, AK107988, AK121870, AK064552, CT828063, AK121719,
AK105205, AKO071372, AK248720, AK104741, AKO060110, AK099507, AF099376, BT054858, CT836047, AK243500,
AK058439, AK119367, AK061288, AK071260, AK061204, AK099021, AK101440, AK062579, AK063270, AK062840,
AK112086, AK102027, CT835966, AK061288, AKO071260, EU945787, AK073088, AK070948, AK069728, AK070981,
CT836220, AK105293, AK100163, AK241652, AK119824, AK063136, AK062617, AK099964, AK242508, AK073398,
AK071470, AK109943, AK243653, AK103618, AK241239, AK062840, AK102139, AK063869, AK102139, AK063869,
AK358826, AK063682, AK063270, AK100272, AK287981, AK072692, AK099659, AK241570, AK287981, AK099659,
AK107839, AK070682, AK099659, AK120677, AKO072789, AK105709, AK062109, AK065615, AK072914, AK360937,
AK119434, CT836467, AK059179, AK287508, AK068061, AK062109, AK063491, BT084282, AK120191, AK068042,
BT084282, AK065544, AK066643, AKO70682, AF014469, AK062814, AK241359, AK066552, AK287981, AK242473,
CT836192, AK065938, AK062109, AK059205, AK241587, AK071531, AK241407, AK069515, AKO066894, AK243431,
AK243560, AK107174, AK063698, AK102146, AK073133, AK069582, AK110974, AK063251, AK119500, AK318524,
AKO67744, AK063900, AK121967, AK072958, AK061280, AK070056, AK061280, AK366630, CT836407, AK063251,
AK110449, AK360624, AK063683, AK111414, AK060486, AK106068, AK240898, AK071408, AK111765, AK100124,
AK062477, AK242231, AK106990, AK061042, AK099339, AK104020, AK105798, AK241202, AK108718, FP098799,
CT837962, AK241770, AK111440, AK105239, AK110892, AK249370, AK105578, AK105578, AK108716, AK110925,
0s03g032290(tp1b0008g13), AK243650, AK062984, AK105222, AK067543, AK288017, AK062280, AK358545,
DQ244334, AK108198, AK108007, AKO071383, 734270, AK108425, AK071383, AK065945, AK107633, AK107633,
127209, AK105378, AK062460, AK241230, AK059759, AK062832, AK242220 % AK242220% F-% & wOoZHE A
ez Zlo oste] FAE = Al e SR .

A7 FAAEL NCBI(http://www.ncbi.nlm.nih.gov/)S  H]E3  Ale]Ex= http:/www.gramene.orgt}
http://rapdb.dna.affrc.go.jp EFolA o] 71=3}c).

o]l YA &= thE 2EF A w7 AE O FH D A=)

FE mAH AEA ] FHAE 534 MEYIE FAH3H Solxo | Ak felA =z s}

= ohild w3 e 295 HZH 3 (GenBank Accession Number) 2 3 7] - H1AELS ALET(Linear Energy
Transfer), ILET, H3PA e $FHAozREH Hde9He o|stiuxe] F7 B AFd Holdow W
ste] 1 wdYgo] FoHoR Wgsle @AY Y AETY o]2slduxd Holuhg &

dASS o] & o]2gdyAY FEAH, FEH ol2gduAY T/ E 1 FE

ATt

mpeha], B o]l AEFE ZAAELS V] o2 UAYd FolF fFHAe wdS HAEH F
RE AA, F (1) o]l del WE Foluhg fFxAe] wIuEEelE A4h, (i) A7 w =
o ©A, &= (iii) A7 wEHQE =

1
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[0026]
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B oakwgo] o FHao A, 7] o] s Ux Y ol o] 2N L SFAoRRE AdUEHE AL 4 ).
Hodtge] o2 FEoA, A7) FEUoEel=e wHS 20 WA 100 mer S aFFEEQElol=d 5
o uEAGAE 60 mer & aFEU LElo|=d & U},

2 o] vigkAgt A FAAdA, A7 wEASEel =Y WHE AEEF AIME WX A464E2HE A
gu= MEE FAYE S 5HoR . oA, MEESF AIANE U] A4644 G ELEE ] o] 23}
HUA Y Sold fAAte] wste], AAleolA 60 mer A7 WO A AAe F 46470 D= 60 mer &
YL EYd Qo= MES I =Ad et MEEE A1 E WA A4z 3 Ao},

4 A8 2HES X8t A4S 5Ho=2 &= ALET(Linear
Energy Transfer), ILET, E&HALA e $FAORZRE XEYFEs o|23oUxd HAE=E J|EE A&t

2l ot

oo

fr o
m

=
T o) ARAo|Z Sojdow BAska
) o

ol
o

o Jo
_O‘L
£ 9
-
ro
o)
o
o
N

Lot
S
o
rir
nj}
>
oo
i)

Ir

i

51612 DNA-DNA, DNA-RNA 7F¢] Whg o2 &
El
(6]

ot
tlo
o
oo
[t et
4
3o,
o
T
W Of
N
P 2
2
5y
o
[
-
[
rr
e
-
il
[d
18

_O‘L
=
L)
E

el

o . (e}

o qwzﬂ AgarE 2ad slaa sl g & g Foro FAE opeke W, o)
Z AdWk-S-(reverse transcription polymerase chain reaction), MY E 2% (Southern blotting), =%
( Foaodds dEelA e A
Y 4

g, 9E8 olestouA

o, 1501'

Northern blooting) S 2% o|E FHEstogx thiAldA A7) #

Q1A ARSI A7)t g A7 o] b U Aol T F Y EA] o FEE o}

CRIE I b B i Sl
!

oo o oo By

°or o

N

fo e ofN > @ o o o ok

ool o Fdde mad, E U] 7|Ex wte]aRojge]Rl As 5HOR grl. 4] nfo]arold ol
o] R Z2H7} 1g3stE o] gtk 2 W] wo]aRojgolel] lojA, AT ZRHE £43 o]
2 A (hybridizable array element)®24] ©]&% ™, 7|Z(substrate) 7ol mAstdAct,  wpghzsk 7]dL 43
g Ay e R-dad AXARZA, dd, =, 23y, J, Egtols, glolH, oW, AU M= EE H]
27178 M=, A, FY, EFdolE, i, nAYA W RATS XG4V £43 o] a4 A
o 71d el widsa wgst k. o9} e nAsE s A WY EE UVe 22 TR AT el
oa] AAIETE. & o], V] 43 ofHle] 84wy oFA FE EE dUs|=rE XFEEES ¥WIFHE =

2 x| AdE 4 a, T3 FE ol Z® xWolAl Vel o3& AdE 4 ok Tk, Ay 443 of
o] a4 FA(: ded FF Sgay 4 folv)E S8 - AdE & Ao

3k lgs] YA (labeling)d 4= a1, wlo]am R o]g o)A
9] ofg o] E’Liﬂ' 2AstE 4 Y. B8 2L g & 4 U A% Axe HE E AL 1A
&
B

Aol uheh sl AAE 5 v
&

o] o] sl HEL 7IEw EASM 723t A = Q). o] A, et 2 iy A
o] FEHLE|E Adel tiste] ARAR] AEE 7HAE ZEAT} o] &-HT.
z2vo FAE= EAE qRE HEA e AaES AT - oy, o aFEHoEe s dA4d
Ak, FHge g4 d3d(dAd, 2F 28 (fluorescein), ¥ 3ol ZEW (phycoerythrin), ZtHdl, A}
W(lissamine), Z]al Cy39} Cy5(Pharmacia)), 2HAeh, spshabsgat 271 9xF, #Abs5994(P32 2 S35),
s FA, AADI PR, EA(EEH EagElolA e saEts HSAgolA]), 2AxF, Zhdd gigk 7]
A, FE&day, ) 283 A, 2EJERd, vloledl, YIAAGY Aoy r|er £ 54 A3 T
EYE Zte U 238y, od dE= AL oyt #X = FYPANdA AR AAEE g W
o

o

2

N

=
=~ 1T

(m

=

[

o

Jlo]A (nick translation) W9, F2ZF¢] Zolo]wl ®WFH (Multiprime DNA labelling
systems booklet, "Amersham"(1989)) % Zlo]ule]Ad WH  (Maxam & Gilbert, Methods in Enzymology,
65: 499(1986))% T AAE Ao BAE 3%, Wi, B 54, TF 54, -4 84 v 9, A
7, &ad 24, vz 24, A% Asw, B4 2%, thedelade oetd 3ER 4 A AIRL A
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[0028]
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Fat
B odgeld, Agd £4% 23 AN A%l ool YAl FYom A4Y F Ak oY WAE AT
AolA AHEE 1% TRETS Sy Slste] Gl ool Awe) gow ANHTY, dF Hol, L&,
el T, S L AN AL, 43 4R s 50 i R ARl 59 2o xene dol 2 6@
F @ el FEUesels A9 B9 thee el oEdTh. EYSE AT AT £0E Joseph Sambrook,

et al., Molecular Cloning, A Laboratory Manual, Cold Spring Harbor Laboratory Press, Cold Spring
Harbor, N.Y.(2001); % M.L.M. Anderson, Nucleic Acid Hybridization, Springer-Verlag New York Inc.
N.Y.(1999)ell A glg = k. dlE 59, 7] d4x3 ol 1 94212 0.5 M NalPO,, 7% SDS(sodium
dodecyl sulfate), 1 mM EDTAoIA 65C FHo 2 EA3Ielar, 0.1 x SSC(standard saline citrate)/0.1% SDSell
A 68T ZHALZ AHE = RS ueth. i, 1 AAZAL 6 x SSC/0.05% AFE o] ZE AT O] EA] 48
T 2702 AHshs AL gt 4 9420 oE 59, 0.2 x SSC/0.1% SDSel A 42C Aoz A3}
= & omgin.

oTo
l
_—
b
2
B

95} o e =
, fﬁ%’\]drol'xﬂ(oﬂi Rt = o B "]E}O}Xﬂ)g} SEEYZE, O]'U] L°ﬂ%7}‘ﬂ} tjo
——Er’—’\ Ad, FAADR=-N-HEHetTgtE YEHE), #iFd Ad o=, —r“]e, GEH
0-o}HE-3,7-Y 30| ZE A H :m AR HYR(p—phenylenediamine—HC1 and  pyrocatechol),
TMB(tetramethylben21d1ne), ABTS(2,2 ‘-Azine-di[3-ethylbenzthiazoline sulfonate]), o-#d@it]o}wl(0PD)
2 Yz E/volad; 47y FAvElolAs HERI22Ed IAFHCE(RCIP), UER BF HEI}EHS
(NBT), T E-AS-Bl-E ¥ o] E(naphthol-AS-Bl-phosphate) 2 ECF 7|%; ZF32 SAtolAle} (-
NBT(nitroblue tetrazolium) ¥ m-PMS(phenzaine methosulfate) %°]T}.

®oagel v THde] mEw, B ougel olegiluAd AES EE f4 FE s)Eol,
(3=
o=

PA A 71AE §of “FHT & v WS gt gekst T vkgEo] FdAlel

o] glom, ol F¥EA AW (PR) (M= 53] 4,683,195, 4,683,202, 2 4,800,159%), HZAL-
TEaL AHRES(RT- PCR)(Sambrook % Molecular Cloning. A Laboratory Manual, 3rd ed. Cold Spring
Harbor Press(2001)), ler, H. I.(WO 89/06700) % Davey, C. &(EP 329,822)2] Wl 6 g7lolA] A4 Wk
(ligase chain reaction; LCR)(17, 18), Gap-LCR(WO 90/01069), & A3 WkS-(repair chain reaction; EP
439,182), AAF-w7l FZ(transcription-mediated amplification; TMA, WO 88/10315), A7} A 47144 &
Al(self sustained sequence replication, WO 90/06995), E}Zl ZowEHleE= @74 de Aux FZ
(selective amplification of target polynucleotide sequences, W= 53] #16,410,276%5), AL AE =
ol T EA A4 WS (consensus sequence primed polymerase chain reaction(CP-PCR), ©l=r 53] A
4,437,975%), 994 Zglolw] FgaA A4 WS (arbitrarily primed polymerase chain reaction(AP-PCR),
ula 53 #5,413,909%5 2 A|5,861,245%), A AV|ME 7|¥F FE(nucleic acid sequence based
amplification(NASBA), ®l=} 53] #|5,130,238%, #5,409,818%, #15,554,517%, 2 #6,063,603%), 7+ A
8} ZZ(strand displacement amplification)(21, 22) 2 1g]-ZA A F2%(loop-mediated isothermal
amplification; LAMP)(23)& E¥sht, olo dAHRA & gdeth, ALE 7Med 2 53 Uy ES 153 A
5,242,794, 5,494,810, 4,988,617 2 w3k 53] A09/854,31730] 7]& =] 3l

)
[
J&
=
=

=] == 3L =
AL Baps =23

N

PCRE 7h & &8zl ik 2 wygos g9 @e wygy) §850] /MY Ut dF E9, P(RY 5o
A EE URAS F3A7171 98 AFAHe PR AxE WIAIA EJXd2(touchdown) PCR, 8t AEFE(hot
start) PCR, UZ=E|=(nested) PCR & 2=E(booster) PCRO] /W= A}, T3k AAZHreal-time) PCR, &
tj2~Z# o] PCR(differential display PCR: DD-PCR), cDNA Zwte] A& ZZ(rapid amplification of cDNA
ends: RACE), HE|ZZ -~ PCR, o]~ &4 AdwkS(inverse polymerase chain reaction: IPCR), ®1Ed)
E (vectorette) PCR 2 TAIL-PCR(thermal asymmetric interlaced PCR)o] E5As &&& 3 7/N¢=SAk. PCR
o sk A W8S McPherson, M.J., % Moller, S.G. PCR. BIOS Scientific Publishers, Springer-
Verlag New York Berlin Heidelberg, N.Y. (2000)¢] 7]A% o] Qo 19 7fAA G B WA 2= 4+
k.
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[0044]

[0045]
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[0047]

[0048]

[0049]
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[0055]
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2. mro]T R 0]

27 B b wigEt A EA A RNAE FE3te wlo]AR ool FAlS ¢Jgh "]E
do]&= Affymetrix GeneChip Rice Genome ArrayES AF&3le] T 1o HEAIE A
of wel Fatgdr. FAH R no]ARoF o] E MHS F, Genechip ojelo] 27
ALg3le] 27035 o] o|ux|E A A|F]aL, Affymetrix Command Console A3 E 9o
oJlHE FEot1, duEFoR BTt IS gaAHY. 7 aF T g2 7ﬂ
7] Hske] MASS 2d Fhell wiste] AA|L t-H|2EE 33t p-gkol 0.05 Wl fdx)
Lol A MASS BHA] Feo] 50% o] ZESE & WgE ZEHRRS o] &3t

npo] A o o] 4 7574' iz v A4z A 7HA o] 23l A A (Al 01%‘” F-Fa) el A 28 o
4} fold change”’} -2 DEG(differentially expressed gene)E< 1x2 XAdslgl=d, o3

oA Wlete frHAte] JHeEE oF 2,300070E ]S ol 7|22 FY2=EE A F GeneChip
probeZ AZtsld o™, A Z¥ GeneChip probeE 7FA 1L O]%ﬁroﬂﬁxl%oﬂﬂ Eo] RE38h=

AAAsAT. 7)o = 14 Adka) o] tZz-9F Hlwa] A 1.5¥) o)A fold changeE H.ol= DEGES 23 =
Adate] HF 464709 o] &3t ] Solghg FHAE AEaE] Wrlel o] =Tt

AH3FGITE. mlo] A 2o
Ao AxA TRES
3 00 7G (Affymetrix)E

15 *}30}04 | Eﬂ

3. 3| E W ZA 2L o] 1]x Eo|uL FAR GeneChipd AZE Y3 60 mer LT LHFFHLE)=9 A
Z}-
nfejAzolgo] S Fate] wre Az g Zpze] o] stel A<l
(ZFepAd | o] o=y A 3 rolvefZ (http://www.r-
< AHE3te] S|E Wi (heat map)& &@ﬂiiléﬂ%EE%ﬂﬁﬂm%ﬂ.
Eo, HFAoR el 464709] ol 2BtelUAY Soluky FAAE HED 4 S ZRBEEAM, 77t
4] 60 mer Y ILFEHLEIEE JAA ZHY JIES 2
S o] gafo] o] ix] HER AR GeneChipS A =a}iTt.

oy
o
=
is)
)
il
=
il
)
_‘>L
ol
ol
ol
)

project.org) 71%

4. A¥AH

vlol g Rojgo] B A dojW F 464712 o] 23R Eolukd FHzt 2 o] RHE AZE 60 mer 2L
2 oElel=e] FAHe HEL sr]e] ol 714" ukeh 2ok, slr)e] ®olA, Ao §HA WAo] on

st vk o 2.

0sIRCU: IR common Up gene(3F o] 3o Ux| Y E5of tis] AadFxdH),

0sIRCD: IR common Down gene(3%& o]3oyx]d =

—r
=2
=
%
ol
o
o
N
i
il

0sGAU: Only GA Up gene(#whxlell disixvt Aadz2e),

0sGAD: Only GA Down gene(ZFwpAlel] disfr vt s}akzd4),

0sIBU: Only IB Up gene(e]2®lo tisixvt Aaz2e),

0sIBD: Only IB Down gene(o]>%of tisiAwt &tFz24d%),

0sCRU: Only CR Up gene($-F=A1ol tfajgt Adgkzxdd),

OsCRD: Only CR Down gene($-F4ol tiajryt a}gkz=dH),

0sGAIBU: GA and IB Up gene(Zteld 9l o]2¥lo| tisle] JaFxdd)
0sGAIBD: GA and IB Down gene(#vhid 2 o] 2Wlo] tsle] slakz=dd)

0sGACRU: GA and CR Up gene(Zvha @ 9-Fxof tiste] Aakxds)

~

OsGACRD: GA and CR Down gene(ZmhA 2 §-FXof tste] slakzdd)

OsIBCRU: IB and CR Up gene(o]&Rl 2L $-FAof th3le] gakz4d).
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[0076]

cDNA H2Hz

IB GA CR QI3 LSl CHeEo| gy (NCBI ZIg43)
Protein of unknown function
-0.54 | -0.34 | -1.95 DUFé, transmembrane BT084636
-0.71 -0.45 -1.89 O-methyltransferase, family 2 AK069960
AK067654,
-0.56 0.15 -1.66 Glycosyl transferase, group 1 AK102058
-0.86 | -041 -1.5 - 050190100300
0.09 -0.02 | -1.46 DNA-binding WRKY
Conserved hypothetical
-0.47 0.34 -1.42 protein CHP01589, plant AK361773
-04 -0.65 | -1.36 -
-0.85 -0.1 -1.25 - AK109672
-0.39 -0.94 -1.22 Stress induced protein AK063677
-0.93 0.01 -1.2 -
Protein of unknown function
-0.48 | -0.34 | -1.19 DUF6, transmembrane BT084636
Helix-loop-helix
0.1 0.12 -1.19 DNA-binding domain AK058809
AK071631,
Alcohol dehydrogenase, AK060453,
-0.44 0.02 -1.19 C-terminal AK104386
Alcohol dehydrogenase,
-0.05 0.31 -1.19 C-terminal AK070393
-0.78 | -0.61 | -1.15 - EU957122
-0.99 | -0.78 | -1.15 -
-0.82 | -092 | -1.15 - AK108547
-0.45 | -0.41 | -1.14 -- AK062765
-0.85 -0.47 | -1.14 Cytochrome P450 AK287607
-0.84 -0.86 -1.14 Terpene synthase-like AY518317
-0.78 | -0.58 | -1.14 - AK287608
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-0.6 -0.37 | -1.13 -
Conserved hypothetical
-0.47 0.09 -1.11 protein CHP01589, plant AK361773
-0.59 | -0.78 -1.1 -
-0.45 | -0.28 -1.1 Nodulin-like AK068267
0.16 0.2 -1.1 DNA-binding WRKY
Myo-inositol-1-phosphate AK058750,
-0.74 | -0.49 | -1.07 synthase, GAPDH-like AK103501
Glutamine amidotransferase
-0.38 041 -1.05 class-I, C-terminal AK107431
-0.25 | -0.82 | -1.04 - AK121050
-0.46 | -0.21 | -1.03 Amino acid-binding ACT AK071010
0.08 -0.31 | -1.03 -
-0.37 0.25 -1.02 - AK064583
AK119632,
-1.5 -0.33 | -2.17 Myb, DNA-binding AK111637
-1.56 | -0.91 | -2.09 - AK334279
-1.1 0.35 -1.99 Inositol monophosphatase AK120618
-1.73 | -0.84 | -1.98 - AK071882
-1.55 | -0.99 | -1.88 -- AK099586
-1.54 | -0.69 | -1.78 - AK099560
-1.25 -0.4 -1.69 - AK059414
-1.22 -0.3 -1.67 - AK110747
O-methyltransferase,
-2.16 | -0.69 | -1.65 family 2 EU963629
-1.04 -0.7 -1.56 S-locus glycoprotein AF403129
-1.45 -0.99 -1.5 Terpene synthase-like AK062280
RNA polymerase sigma-70
-1.47 -0.5 -1.48 region 3 AK105697
RNA polymerase sigma-70
-1.32 -0.47 | -141 region 3 AK105697
-1.26 -0.6 -1.37 NmrA-like AK120907
-1.14 | -0.39 | -1.35 Peptidase S41 AK106810
-1.32 -0.65 -1.33 Mannose-binding lectin AK065384
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Protein of unknown function

-1.28 | -0.95 | -1.32 DUF3067 CT835499
Serine/threonine-protein
-1.25 | -097 | -1.31 kinase-like domain AK065589
Serine/threonine-protein
-1.15 -0.97 -1.27 kinase-like domain
-1.21 | -0.75 | -1.23 CCT domain AK109732
-1.45 | -0.54 | -1.22 -- AK242481
-1.32 | -0.62 | -1.21 -
MtN3/saliva-related transmembrane
-1.29 -0.48 -1.18 protein, conserved region AK059965
-1.2 -0.42 -1.16 itochondrial substrate/solute carrie AK068090
MtN3/saliva-related transmembrane
-1.16 -0.5 -1.15 protein, conserved region AK059965
-141 -0.79 | -1.12 LrgB-like protein AK065615
-1.04 | -0.69 | -1.09 Mlo-related protein AK066134
-1.15 | -0.66 | -1.07 CCT domain AK109732
AK066570,
-1.02 -0.9 -1.05 - AK104313
Indole-3-glycerol phosphate
-1.38 | -0.61 | -1.05 synthase AK071383
-1.14 -0.75 -1.04 Diacylglycerol acyltransferase AK065466
-1.27 -0.36 -1.04 Zinc finger, RanBP2-type
Protein of unknown function
-1.38 | -0.67 | -1.03 DUF1618 050190100300
MtN3/saliva-related transmembrane
-14 -0.94 -1.03 protein, conserved region AK252948
-2.31 | -0.77 | -1.02 Caleosin related AK071531
1.02 0.75 1.45 -- AK121834
Phosphoenolpyruvate
carboxykinase,
1.29 0.25 1.25 ATP-utilising AK103839
Pyridine nucleotide-disulphide
oxidoreductase, NAD-binding
0.04 -1.13 1.77 region AK070485
-0.07 0.14 1.33 -- AK101230
Protein of unknown function
-0.14 | -1.01 1.27 DUF1279 AK067581
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Protein of unknown function

0.8 0.23 1.27 DUF151 AK065414
0.13 -0.24 1.22 - AK099499
-0.01 -0.51 1.19 - AK099499
0.12 -0.12 1.14 Thioredoxin domain BT083668
0.26 0.35 1.01 - 050190100300
-0.24 | -494 | -4.82 -

Serine/threonine-protein
-0.69 -4.7 -4.58 kinase-like domain AK065018
-0.06 -4.64 | -4.93 - AK242194
AK069955,
AK104082,
Nucleoside phosphatase AK104429,
0.61 -4.25 | -3.95 GDA1/CD39 AK119786

-0.8 -3.42 | -3.57 -

-0.6 -3.39 | -4.05 - CT835895
0.02 -3.35 | -3.16 Brix domain AK099977

0 -2.95 -2.8 Brix domain AK099977
-0.35 -2.86 | -2.94 - AK067134
0.46 -2.33 -1.8 -

-0.29 -2.27 | -2.17 - AK065011

-0.11 -1.97 | -2.05 - AK100196

-0.31 -191 | -1.99 - CT835895
0.34 -1.87 | -1.79 -

-0.22 -1.8 -1.8 Ribosome-inactivating protein AK070878

-0.37 -1.8 -1.65 - AK068323
25 -1.77 | -1.69 -

-0.71 | -1.71 | -1.22 -

-0.06 -1.7 -1.37 - AK071199

-0.7 -1.65 -1.89 Thaumatin, pathogenesis-related AK243460
-0.88 | -1.64 | -1.61 -

-0.63 -146 | -1.02 VQ AK070706
2.32 -1.3 -1.72 -
-0.31 -1.3 -1.4 - AK073998
-0.16 -1.3 -1.46 - AK065011
-0.58 -1.29 | -1.32 - AK242370
0.14 -1.24 | -1.57 -
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-0.67 | -1.22 -1.2 -
-0.33 | -1.18 | -1.22 - AK073119
GCN5-related
-0.75 -1.13 -1.41 N-acetyltransferase, C-terminal AK361653
-0.15 | -1.11 | -1.91 Reticulon CT836008
-097 | -1.07 -1.7 -
-095 | -1.05 | -1.24 Dehydrin AK071366
0.26 1.37 1.03 NB-ARC AK100243
0.18 1.02 111 - 050190100300
-0.81 | -4.23 0.94 Tify AK107854
-0.36 | -1.85 0.55 Ribonuclease CAF1 AK111712
Exo70 exocyst
-0.26 | -1.77 0.67 complex subunit AK100248
SAM dependent carboxyl
-0.91 -1.69 0.31 methyltransferase AK068035
AK098993,
-0.7 -1.65 0.75 GPI biosynthesis protein Pig-F AK111990
Glycoside hydrolase,
-0.68 | -1.63 1 family 31 AK287495
Heat shock protein DnaJ,
-0.82 | -1.62 | -0.14 N-terminal AK071882
-0.52 | -1.61 | -0.21 -
Heat shock protein DnaJ,
-0.12 -1.6 143 N-terminal AK065697
Glycoside hydrolase, family 18,
-0.94 -1.53 -0.39 catalytic domain
-0.3 -1.53 | -0.68 -- AK105511
Heat shock protein DnaJ,
-0.82 | -1.52 | -0.22 N-terminal AK071882
-0.51 -1.49 0.79 Plant neutral invertase AK120720
Protein of unknown function
-0.44 | -147 | -0.75 DUF247, plant AK065177
-0.6 -143 | -0.64 U box domain 050190100300
Heavy metal
0.49 -1.41 0.58 transport/detoxification protein CT835416
-0.97 | -1.37 | -0.83 - 050190100300
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130

131

132

133
134
135

136

137
138

139

140

141

142
143
144

145

146

147

148
149

Alanine dehydrogenase/PNT,

-0.91 -1.37 -0.49 C-terminal
Protein of unknown function
-0.09 | -1.36 0.8 DUF679 AK108444
Pathogenesis-related transcriptional
-0.9 -1.35 | -0.49 factor/ERF, DNA-binding AK109390
Oxoglutarate/iron-dependent
-0.78 -1.35 1.2 oxygenase AK063973
-0.96 | -1.34 | -0.01 -- AK068597
-0.76 | -1.32 | 0.54 -- AK063712
Heavy metal
0.41 -1.3 0.69 transport/detoxification protein CT835416
Oxoglutarate/iron-dependent
-0.6 -1.3 -0.1 oxygenase
-0.87 | -1.29 | -0.92 - 050190100300
AK287991,
-0.65 | -1.29 0.6 Zinc finger, C3HC4 RING-type AK241976
NAD-dependent
-0.93 -1.28 -0.37 epimerase/dehydratase AK062287
Red chlorophyll
-0.73 -1.26 0.21 catabolite reductase AK288034
AK106274,
-0.49 -1.26 0.28 Alpha/beta hydrolase fold-3 AK105789
-0.71 | -1.25 | -0.26 Cytochrome P450 AK241935
-0.56 | -1.25 | 0.15 -- AK240784
NADH-quinone
-0.9 -1.23 -0.27 oxidoreductase, subunit D 0s01g0100300
Heat shock factor
-0.5 -1.2 0.26 (HSF)-type, DNA-binding AK100412
Red chlorophyll
-0.73 -1.19 0.22 catabolite reductase AK283034
-0.69 | -1.19 | -0.52 -- AK107849
-0.64 | -1.16 | -0.87 -- AK102322
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150
151
152
153
154
155

156
157
158
159
160

16l
162
163
164
165
166

167
168
169
170
171
172

173
174
175
176
177
178

AK099108,
AK066834,
-041 -1.15 0.43 Myb, DNA-binding AK104053
-0.52 | -1.15 0.32 Zinc finger, C3HC4 RING-type AK374593
-1 -1.14 | -0.08 | AMP-dependent synthetase/ligase |  AK110783
-0.42 | -1.12 0.33 --
-0.06 | -1.12 0.28 - AK288124
-0.6 -1.12 0.08 |Rieske [2Fe-2S] iron-sulphur domain| ~ AK111974
NAD-dependent epimerase/
-0.56 | -1.11 | -0.61 dehydratase AK243288
-091 | -111 0.19 - AK067694
-0.13 | -1.09 0.25 - AK288124
-0.6 -1.09 0.19 - CT835247
-0.18 -1.08 0.63 Alpha/beta hydrolase fold-3 AK110810
Alanine dehydrogenase/PNT,
-0.66 -1.06 -0.57 C-terminal
-0.57 | -1.06 0.09 Lipase, class 3 AK072113
-0.6 -1.06 0.23 -
-0.55 -1.06 -0.07 protein of unknown function DUF594  AK065026
-0.51 | -1.05 0.47 - AK062447
-0.1 -1.05 -1 - AK066260
Amino acid transporter, AK105902,
-0.23 -1.05 0.3 transmembrane AK071118
-0.97 -1.04 -0.54 |Heat shock protein DnaJ, N-terminall ~ AK062298
-0.38 -1.04 -0.3 Aminotransferase, class I/classIl BT068927
-0.55 | -1.04 0.25 Lipase, class 3 AK072113
-0.87 | -1.03 | -0.34 - AK105810
-0.86 | -1.03 | -0.39 - 050190100300
Pathogenesis-related transcriptional
-0.17 | -1.02 | -041 factor/ERF, DNA-binding AK107775
-0.67 | -1.02 | -0.13 Lipase, class 3 AK072113
-0.94 | -1.01 | -0.43 - AK064292
-0.53 | -1.01 | -0.01 - tplb0056d17
-0.89 | -1.01 | -0.36 - AK120132
-1.05 | -3.19 1.09 | No apical meristem (NAM) protein [  AK071274
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179
180

181
182
183
184
185
186
187
188
189

190
191
192

PTant pidl transter protemn/seed
storage/trypsin-alpha amylase

193
194
195
196

197
198
199
200
201
202
203
204

205
206

207
208

-2.22 | -1.99 | -0.77 inhibitor AK242242
-1.75 -1.83 -0.89 [Heat shock protein Dnal, N-terminal AK062298
Serine-threonine/tyrosine-
-1.59 -1.82 0.22 protein kinase
-1.56 | -1.77 0.06 ATPase, AAA-type, core AK068727
-1.06 | -1.77 | -0.15 Cytochrome P450 AK064764
-1.46 | -1.72 0.28 - AK110633
-1.64 -1.66 -0.65 Hly-II related
-1.58 -1.39 -0.91 FAD linked oxidase, N-terminal tplb0035021
-1.2 -1.38 | -0.42 - AK105810
-1.32 -1.36 -0.08 Oligopeptide transporter CT835015
-1.06 | -1.32 -0.5 [Pollen allergen/expansin, C-terminal| ~ AK240902
Protein of unknown function
-1.09 | -1.26 0.04 DUF861, cupin-3 AK058853
-1.3 -1.23 0.27 Myb, DNA-binding AK069082
-1.21 | -1.18 | -0.52 -
-1.03 | -1.14 0.13 Transcription factor, MADS-box AK070135
-1.34 | -1.13 | -0.74 - 050190100300
-1.48 | -1.09 | -0.55 |Nucleoside phosphatase GDA1/CD3q  AK072692
-1.06 | -1.07 | -0.14 Cupin 1 AK059872
MtN3/saliva-related transmembrane
-1.01 -1.07 -0.91 protein, conserved region AK063475
-1.13 | -1.06 0.17 - AK119494
-1.04 | -1.05 | -0.56 - AK356501
-1.21 | -1.05 | -0.31 | Transcription factor, MADS-box AK241644
-1 -1.04 | -0.48 -- AK064292
4.4 6.34 0.97 Cupin 1 X05662
2.88 5.41 0.31 Cupin 1 X05662
1.87 4.03 0.2 Cupin 1 AK064478
Plant lipid transfer protein/seed
storage/trypsin-alpha amylase
191 3.61 0.36 inhibitor AK242298
2.2 3.43 0.53 |Protein of unknown function DUF26| ~ AK059618
Plant lipid transfer protein/seed
storage/trypsin-alpha amylase
2.39 25 0.63 inhibitor 050190100300
143 2.38 -0.07 Plastocyanin-like AK243623
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209
210
211
212
213
214
215

216
217

218
219
220
221
222
223
224
225
226
227

228
229
230
231
232

233

234
235

236
237

238

1.52 2.33 -0.74 Cupin 1 AK059338
1.35 2.32 0.36 - EU972110
1.5 2.18 -0.33 - AK248985
1.02 2.02 -0.51 Lipase, GDSL AK063672
1.06 2 0.98 Proteinase inhibitor 125, cystatin AK121863
1.46 1.91 0 - AK064707
1.18 1.81 -0.38 Cupin 1 AK059781
Plant lipid transfer protein/seed
storage/trypsin-alpha amylase
1.63 1.77 0.41 inhibitor AY466109
1.42 1.68 0.15 - AK061298
Plant disease resistance
1.25 1.68 0.57 response protein AK108983
1 1.66 0.48 --
2.05 1.63 0.77 - 050190100300
2.05 1.62 0.98 - 050190100300
1.73 1.62 0.97 Sulphate transporter AK107671
2.2 1.6 0.07 | No apical meristem (NAM) protein [  AK070416
1.22 1.56 -0.67 | Glycolipid transfer protein, GLTP AK105201
1.93 1.56 -1.23 Cytochrome P450 AK106424
1.14 1.54 -0.14 -
1.2 15 0.56 -
Protein of unknown function
1.09 1.47 0.88 wound-induced AK107865
1.15 1.36 -0.01 - AK063151
2.77 1.33 0 Terpene synthase-like 0s01g0100300
1.52 1.32 -0.86 Argonaute/Dicer protein, PAZ AB297928
1.06 1.32 -0.33 Nucleotidyl transferase AK100910
AK119689,
1.15 1.32 -0.15 - AK063729
AKO073466,
1.02 1.25 -0.39 - AK104981
1.24 1.23 0.8 - AK243280
1.24 1.2 0.15 Fatty acid hydroxylase AK070469
1.17 1.15 0.31 UspA AK108499
Protein of unknown
1.25 1.14 0.11 function DUF581 AK071055
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239
240
241
242

243
244
245
246

247
248
249

250
251

252
253

254
255

256
257
258

259
260
261
262
263
264
265

266

1.17 1.13 -0.43 - AK360624
1.2 1.12 0.74 - AK243280
1.14 1.08 0.5 - AK062428
1.46 1.06 -0.89 von Willebrand factor, type A AK065631
Heavy metal
1.24 1.04 0.02 transport/detoxification protein AK243276
1.29 1.03 0.74 - AK120042
0.74 3.31 0.03 | No apical meristem (NAM) protein | AK242268
0.12 3.04 -1.08 Terpene synthase-like AY647254
Plant lipid transfer protein/seed
storage/trypsin-alpha amylase
0.48 2.1 -0.4 inhibitor AK107674
1 1.92 -0.09 -
0.8 1.85 0.22 - AK111073
Haem peroxidase,
0.27 1.74 -0.32 plant/fungal/bacterial AK108797
0.29 1.72 -0.36 - AK062579
Uncharacterised protein
0.75 1.6 -0.26 family UPFO114 AK060061
0.19 1.6 0.23 - AK062579
Haem peroxidase,
0.34 1.57 -0.85 plant/fungal/bacterial AK108824
0.03 1.51 0.06 - AK062579
Glycoside hydrolase, family 18,
0.93 1.49 -0.14 catalytic domain AK106319
0.87 1.49 0.44 Pollen Ole e 1 allergen/extensin AK110796
0.77 1.48 0.23 - AK107988
Pathogenesis-related transcriptional
0.85 1.47 0.12 factor/ERF, DNA-binding CT835470
0.78 1.47 0.34 -
0.37 1.43 0.71 - AK101049
-0.56 1.43 -0.73 - AK243106
0.51 1.42 0.1 -
0.17 1.42 0.04 Patatin AK106563
0.28 1.42 0.03 FAS1 domain AK110545
Serine/threonine-protein
0.64 1.39 0.23 kinase-like domain AK101081

_22_

on

2
=

£ol

10-1487824



0 1.38 -0.42 -
-0.12 1.37 -1.1 Terpene synthase-like AY647254
Uncharacterised protein family
0.85 1.33 0.21 | UPF0497, trans-membrane plant AK105205
0.54 1.33 0.04 -- AK107988
0.7 1.3 0.34 AUX/IAA protein AK121870
0.91 13 0.64 -- AK064552
UDP-glucuronosyl/UDP-
0.28 1.3 -0.18 glucosyltransferase CT828063
0.54 1.27 -0.4 -- AK121719
0.45 1.25 0 -- 050190100300
0.52 1.24 -0.05 --
0.89 124 | -0.51 -- AK105205
0.81 1.22 0.08 -- AK071372
0.64 1.22 -0.86 Glycoside hydrolase, family 1 AK248720
0.82 1.21 0.68 Plastocyanin-like
AK104741,
AK060110,
0.3 121 | -0.08 -- AK099507
GCN5-related N-acetyltransferase,
0.4 1.2 -0.14 C-terminal AF099376
Oxoglutarate/iron-dependent
0.93 1.19 -0.82 oxygenase BT054858
0.75 118 | -0.74 -- CT836047
0.76 1.18 0.49 Ankyrin repeat AK243500
0.75 1.17 0.33 | No apical meristem (NAM) protein [  AK058439
0.49 116 | -0.42 -
0.78 1.16 -0.39 K+ potassium transporter AK119367
AK061288,
0.14 1.16 0.5 Transposase, Ptta/En/Spm, plant AK071260
0.71 1.14 0.23 Exostosin-like
Haem peroxidase, AK061204,
0.4 1.12 0.01 plant/fungal/bacterial AK099021
0.87 1.12 0.96 Sulfotransferase domain AK101440
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293
294

295 [
296 |
297 ¢
298 |

299

300 |

301

302 |
303 |

304
305

306

307 |

308

309

310
311

312 |
313
314 [
315 |

317 |

318

319 |
320 |
321 |

RNA-dependent RNA polymerase,

0.79 1.11 -0.02 eukaryotic-type AK062579
0.37 1.11 0.1 - AK063270
0.81 1.11 -0.44 Thil/Pfpl
0.95 11 0.12 Ubiquitin AK062840
0.71 11 -0.45 Cytochrome P450 AK112086
0.29 1.09 -0.34 Sulphate transporter AK102027

Serine/threonine-protein
0.44 1.09 -0.02 kinase-like domain CT835966

Serine/threonine-protein AK061288,
0.32 1.09 -0.07 kinase-like domain AK071260
0.11 1.08 -0.04 | Peptidase C1A, papain C-terminal
0.29 1.08 0.03 Ubiquitin
0.22 1.07 -0.04 - EU945787
-0.07 1.07 -0.17 |Pollen allergen/expansin, C-terminal AK073088
0.62 1.07 0.24 - AK070948

AK069728,
0.42 1.07 -0.81 | Major facilitator superfamily MFS-1|  AK070981
-0.01 1.06 -0.45 Transcription factor, MADS-box CT836220
0.35 1.06 0.06 - AK105293
0.57 1.06 -0.09 ABC transporter-like AK100163
0.76 1.06 0.04 Aldo/keto reductase AK241652
0.29 1.06 -0.49 Pprotein of unknown function DUF599  AK119824
0.28 1.05 -0.13 Aldose 1-epimerase AK063136
0.47 1.05 0.2 - AK062617
0.63 1.05 0.36 - AK099964
0.26 1.04 -0.46 Leucine-rich repeat AK242508
Glutamine synthetase,
-0.42 1.03 -0.36 catalytic domain
Haem peroxidase,

0.54 1.03 -0.01 plant/fungal/bacterial
0.79 1.03 -0.42 NB-ARC AK073398
0.95 1.03 0.58 - AK071470
0.81 1.03 -0.26 | Peptidase C1A, papain C-terminal AK109943
0.77 1.03 0.12 -
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0.29 1.03 -0.41 - AK243653
0.03 1.02 -0.14 Myb, DNA-binding AK103618
0.69 1.02 -0.73 - AK241239
Short-chain dehydrogenase/
-0.55 1.02 0.38 reductase SDR AK062840
Protein of unknown function AK102139,
0.99 1.02 -0.28 DUF761, plant AK063869
AK102139,
0.79 1.02 0.06 Proteinase inhibitor 125, cystatin AK063869
0.51 1.02 0.52 Plastocyanin-like AK358826
0.74 1.01 0.17 -
Late embryogenesis abundant
-0.54 1.01 -0.7 protein, group 1 AK063682
0.73 1.01 -0.43 Thil/Pfpl AK063270
0.58 1 0.51 -
0.51 1 0.19 - AK100272
-2.34 | -0.77 | -0.89 | bzZIP transcription factor, bZIP-1 AK287981
Nucleoside phosphatase
-1.73 | -0.79 | -0.58 GDAL/CD39 AK072692
-1.7 -0.72 | -0.71 Octicosapeptide/Phox/Bem1p AK099659
-1.57 | -0.77 | -0.98 Zinc finger, B-box AK241570
-1.55 -0.4 -0.55 | bzIP transcription factor, bZIP-1 AK287981
-1.54 | -0.74 -0.7 Octicosapeptide/Phox/Bem1p AK099659
-1.49 | -0.82 | -0.49 - AK107839
-1.46 -0.96 -0.61 Auxin efflux carrier AK070682
-1.44 | -0.84 | -0.72 Octicosapeptide/Phox/Bem1p AK099659
-1.44 | -0.65 | -0.61 Cytochrome P450 AK120677
Protein of unknown AK072789,
-1.41 | -0.86 | -0.95 function DUF399 AK105709
-1.39 | -0.83 | -0.62 Myb, DNA-binding AK062109
-1.37 | -0.73 -1 LrgB-like protein AK065615
Malate transporter,
-1.35 -0.35 -0.99 aliminium toerance
-1.32 | -0.95 | -0.32 -
-1.3 -0.48 | -0.83 - AK072914
-1.29 | -0.67 | -0.75 ATPase, AAA-type, core AK360937
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Glycoside hydrolase,

-1.23 | -0.76 | -0.23 carbohydrate-binding AK119434
-1.22 | -0.82 | -0.47 -
Protein of unknown function DUF6,

-1.22 -0.89 -0.91 transmembrane CT836467
-1.2 -0.99 -0.62 ABC transporter-like

-1.18 -0.53 -0.92 Pyruvate kinase, barrel AK059179

-1.18 -0.92 -0.31 Cation transporter AK287508

-1.17 | -0.47 -0.8 - AK068061

-1.17 | -0.68 | -0.72 Myb, DNA-binding AK062109

-1.16 | -0.67 | -0.98 Alpha/beta hydrolase fold-1 AK063491

-1.16 | -0.83 | -0.92 Caleosin related BT084282

-1.15 | -0.53 | -0.93 ABC transporter-like AK120191

Protein of unknown function

-1.15 -0.6 -0.67 DUF761, plant AK068042

-1.15 | -0.92 | -0.93 Caleosin related BT084282

-1.15 | -0.88 -0.8 SOUL haem-binding protein AK065544

-1.14 | -0.87 | -0.52 --

-1.14 -0.73 -0.27 Metallophosphoesterase AK066643

-1.13 -0.84 -0.43 Auxin efflux carrier AK070682

Haem peroxidase,

-1.11 -0.33 -0.74 plant/fungal/bacterial AF014469
-11 -0.79 | -0.74 - AK062814
-11 -0.18 | -0.77 SPX, N-terminal AK241359

-1.09 -0.85 -0.26 Auxin efflux carrier AK066552

-1.08 0.01 -0.54 | bZzIP transcription factor, bZIP-1 AK287981

-1.08 | -0.91 | -0.28 - AK242473

-1.07 -0.91 -0.96 Kinesin, motor domain

Phosphatidylethanolamine-binding

-1.07 | -0.81 | -0.14 protein PEBP CT836192

-1.06 | -0.56 | -0.85 Cydlic nucleotide-binding AK065938

-1.04 | -0.77 | -0.68 Myb, DNA-binding AK062109

-1.04 | -0.58 | -0.65 - AK059205

-1.04 -0.27 -0.06 Glycoside hydrolase, family 1 AK241587

-1.02 | -0.41 | -0.76 Caleosin related AK071531
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381

382
383
384

385
386
387

388
389

390
391
392
393

394
395

396
397
398
399

400

401
402

403

404
405

-1.01 | -0.84 | -0.59 Glycine rich protein AK241407
Inosine/uridine-preferring
-1.01 -04 -0.19 nucleoside hydrolase AK069515
-1 -0.53 [ -0.56 -- AK066894
2.01 0.64 0.44 -
Short-chain
1.88 0.82 0.63 dehydrogenase/reductase SDR AK243431
1.56 0.88 0.69 Glycoside hydrolase, family 17 AK243560
1.54 0.96 | -0.38 - AK107174
Heat shock protein Hsp90,
1.49 0.18 0.77 C-terminal AK063698
1.46 0.61 041 Inorganic H+ pyrophosphatase AK102146
Pathogenesis-related transcriptional
1.45 0.73 0.59 factor/ERF, DNA-binding AK073133
14 0.88 0.1 Zinc finger, C6HC-type AK069582
14 0.69 -0.07 | Peptidase C1A, papain C-terminal AK110974
1.39 0.79 0.68 -- AK063251
Thiamine pyrophosphate enzyme,
1.38 0.54 0.62 central domain AK119500
1.36 0.66 0.32 - AK318524
3-beta hydroxysteroid
1.36 0.66 0.59 dehydrogenase/isomerase AK067744
1.33 0.76 0.45 -
1.32 0.67 0.61 Phytosulfokine AK063900
1.3 -0.27 0.78 Peptidase Al AK121967
(2R)-phospho-3-sulpholactate
1.29 -0.12 0.87 synthase, ComA AK072958
Glycoside hydrolase,
1.28 0.68 0.64 family 19, catalytic AK061280
1.27 0.71 0.56 Glycoside hydrolase, family 17 AK070056
Glycoside hydrolase,
1.26 0.6 0.56 family 19, catalytic AK061280
Signal transduction response
1.23 0.98 0.75 regulator, receiver domain AK366630
1.23 0.71 0.04 DNA-binding WRKY CT836407
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1.22 0.64 0.61 - AK063251
1.22 0.93 -0.58 - 050190100300
12 0.86 0.18 - AK110449
119 0.78 0.03 - AK360624
117 0.9 -0.16 - AK063683
Pathogenesis-related transcriptional
1.17 0.47 0.58 factor/ERF, DNA-binding AK111414
AK060486,
1.16 0.67 -0.62 Cytochrome P450 AK106068
Protein of unknown
1.15 0.98 0.58 function DUF594 AK240898
1.15 0.62 0.52 BTB/POZ AK071408
111 0.48 0.88 -
Signal transduction response
1.11 0.64 0.76 regulator, receiver domain AK111765
1.09 0.34 -0.42 -
1.09 0.38 0.48 -
1.08 -0.88 0.7 Peptidase $28 AK100124
1.07 0.84 0.57 - AK062477
1.05 0.72 -0.08 - AK242231
1.04 0.78 -0.01 Multicopper oxidase, type 1 AK106990
AK061042,
AK099339,
Glycoside hydrolase, AK104020,
1.03 0.84 0.63 family 19, catalytic AK105798
’ p?otein,
1.03 0.47 0.73 group 2 AK241202
1.03 0.51 0.06 FAD linked oxidase, N-terminal AK108718
Protein of unknown
1.02 0.58 0.1 function DUF581 FP098799
1.02 -0.9 0.5 Photosystem II protein PsbR CT837962
1 0.66 0.45 - AK241770
-3.27 | -4.93 | -2.56 F-box domain, cyclin-like AK111440
-2.13 -3.52 -2.21 Sulfotransferase domain AK105239
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431

432

433

434

435
436

437

438

439
440

441
442
443
444
445
448

447

448
449
450

UDP-glucuronosyl/UDP-

-2.49 -3.34 -2.09 glucosyltransferase AK110892
Aminoacyl-tRNA synthetase,
-292 | -3.25 -2.1 class Ia AK249370
Multi antimicrobial extrusion
-1.95 -2.6 -2.38 protein MatE AK105578
Multi antimicrobial extrusion
-1.84 | -241 | -2.33 protein MatE AK105578
Protein of unknown
-1.68 | -2.25 | -1.49 function DUF1262 AK108716
-2.17 -2.16 -1.58 Terpene synthase-like AK110925
Late embryogenesis abundant
protein,
-1.03 -1.91 -2.55 group 4 tplb0008g13
Multi antimicrobial
-1.32 -1.76 -1.78 extrusion protein MatE AK243650
AK062984,
-148 | -1.68 | -1.59 - AK105222
-2.09 | -1.59 | -1.02 Cytochrome P450 AK067543
Bacterial transferase
-1.07 -1.56 -1.13 hexapeptide repeat AK288017
-1.8 -1.43 -1.83 Terpene synthase-like AK062280
-1.56 -1.37 -1.67 | Leucine carboxyl methyltransferase AK358545
-1.14 -1.37 | -1.25 - DQ244334
-1.62 | -1.32 | -1.35 - 050190100300
-1.03 | -1.31 | -1.67 -- AK108198
Conserved hypothetical protein
-1.54 -1.3 -1.01 CHP01589, plant AK108007
-1.86 -1.22 -1.13 Cyclic nucleotide-binding
-1.8 -1.18 -1.84 [ndole-3-glycerol phosphate synthas AK071383
-1.1 -1.11 -3.26 Alpha/beta hydrolase fold-1 734270
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Protein of unknown

451 -1.05 -1.07 | -1.28 function DUF1645 AK108425

Indole-3-glycerol
-1.73 -1.03 -1.99 phosphate synthase AK071383

-1.34 | -1.02 | -1.33 PUCC protein AK065945
PTant Tpia transter protemn/seed

storage/trypsin-alpha amylase
3.34 4.1 1.05 inhibitor AK107633
Plant lipid transfer protein/seed
storage/trypsin-alpha amylase
3.3 3.95 1.05 inhibitor AK107633
Plant lipid transfer protein/seed
storage/trypsin-alpha amylase
2.38 291 1.57 inhibitor 127209

1.85 2.7 117 - AK105378
2.53 2.67 1.9 Glycine rich protein AK062460
4.27 2.4 2.51 | Early nodulin 93 ENOD93 protein AK241230
1.39 1.94 1.64
2.17 1.32 114 Metridin-like ShK toxin AK059759
331 131 1.28 B12D AK062832
3.05 1.21 1.55 | Early nodulin 93 ENOD93 protein AK242220
2.95 1.11 1.54 | Early nodulin 93 ENOD93 protein AK242220

452
453

454

455

456
457
458
459
460
461
462
463
464

[0077] 244
[0079] 244
[0080] 2HA|
[0081] 2-7)
[0082] 2-7)]
[0083] 2HA|
[0084] 2HA|
[0085] 2-7)]
[0086] 2-7)]
[0087] A7) Fl NAE FAAES 60 mer ¥, = 0sCRDO01ZFE] A]Z3ke] 0sIRCU00117HA] o] 2E 2 464709 60

ner $PlmRRAQElE AL, SR ALRF AL WA AesddE FHsa 1 ALESE A%
sl Fishel.
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k1
n
W

|onbaam Cosmlig-rars Gamma~rayrs

S GRS - ELRH
At ¢ |t1" B RESEY

4

e ¥ b
&

1

| Microarray analysis : Affymetric GeneChip Rice Genome array |

|

| ol2HOILIKIR0| BO|HO R YasH ST HE 2x |

|

| 0/ 2:$10] LiX2e| THB GeneChip probes HIZH |

|

| M= E GeneChipi 0| &8 0| ZHj0IUE| S0/s SHE U0 Y A R0 |

,_.-
H

i

General mechanlsm for oligo

synthesis via inkjet printing H - -

DISSHLT] =OIE SHET Genechip RIS
+ OeRadMark 1 (8% 22 K / Chip)

e

<110> Korea Atomic Energy Research Institute

<120> Composition or Kit for Detecting Ionizing Energy Comprising Differentially Expressed Gene
Corresponding to Ionizing Radiation or Fragment thereof

<130> 1D120912001
<160> 464

<170> KopatentIn 2.0
<210> 1

<211> 60
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<212>

<213>

<400>

DNA
Oryza sativa

1

aacctctctcgatctggttattcacagatgatttcaggttgggattgttatctcatctaa

<210>

<11>

<212>

<213>

<400>

2

60

DNA

Oryza sativa

2

ttcgctaactattgggctcttgagttcagcaagtagttcttcaaaatcatgttaatttgg

<210>

<211>

<212>

<213>

<400>

3

60

DNA

Oryza sativa

3

gtggataccttatcccaaatgtcccatgtgacattgcaatccttgaaaagatgttgtgte

<210>

<211>

<212>

<213>

<400>

4

60

DNA

Oryza sativa

4

ggagcctagetggagggaaactatttttatttttatcecctcgagtagatgtaattttatt

<210>

<211>

<212>

<213>

<400>

5

60

DNA

Oryza sativa

5

acatctctctgctatctctgctatatgtataagatgttgcttatgaattttgcatgatgg

<210>

<211>

<212>

<213>

<400>

6

60

DNA

Oryza sativa

6
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catgaatgcatgcgtggaatattcaggatatggaagattgtcttcatgcaccttgegatce

<210>

<211>

<212>

<213>

<400>

7

60

DNA

Oryza sativa

7

tcactggtataacgaggaatcaacctaacgtataattgccatggtctgtatttttgtata

<210>

<211>

<212>

<213>

<400>

8

60

DNA

Oryza sativa

8

gatgttgcttttagtacatttttgtaatggattgacaaattttgacgtttgtgggggcaa

<210>

<211>

<212>

<213>

<400>

9

60

DNA

Oryza sativa

9

tgggtgtgtcctttgtaaccgtgettgetttcagttaatctagetagetgttgttcatee

<210>

<211>

<212>

<213>

<400>

10
60
DNA
Oryza sativa

10

ctgcaagatctagtgcaagttacagcattggatctgatctatatatacgtgtgttcagta

<210>

<211>

<212>

<213>

<400>

11

60

DNA

Oryza sativa

11

aacctctctcgatctggttattcacagatgatttcaggttgggattgttatctcatctaa

<210>

<211>

12

60
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<212>

<213>

<400>

DNA
Oryza sativa

12

ggtactgaaaggaaactaaaaaatgagagacgtcatgatatacaatgcactttacacgtt

<210>

<11>

<212>

<213>

<400>

13

60

DNA

Oryza sativa

13

cgatttgggtgacttatccagtattgtgctgtgttagaaaattaagtacaacgatttttg

<210>

<211>

<212>

<213>

<400>

14

60

DNA

Oryza sativa

14

caagtcagacaggagaaaacaatgatattgacgggagtacttccccaaaatgactttttt

<210>

<211>

<212>

<213>

<400>

15
60
DNA
Oryza sativa

15

taccttcccaaccaggtgaggagccaccatttcgagacgaggtgcegtcgagtgggecacac

<210>

<211>

<212>

<213>

<400>

16

60

DNA

Oryza sativa

16

ccgegeccatgtatatttatccataatatactcgtataattgtgagtttaaactacactce

<210>

<211>

<212>

<213>

<400>

17

60

DNA

Oryza sativa

17

atccttgattttgggacttactgetgetgettcettttcaattgettctatatactagtac
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<210> 18
<211

> 60
<212> DNA

<213> Oryza sativa
<400> 18

gagcctgaaattgtaatgatgtgaaaagggcaatgtaatgtaatggattgatacgtcaaa

<210> 19
<11> 60
<212> DNA

<213> Oryza sativa
<400> 19

tacgacgccaacgtttgaccattcgtccecttatatattcaatggtacaatttagatttaa

<210> 20
<211> 60
<212> DNA

<213> Oryza sativa
<400> 20

gtttttccttatcttgttgtcacaatattatgtgcaatgttctecectecagtaataaga

<210> 21
<211> 60
<212> DNA

<213> Oryza sativa
<400> 21

cttccattgtgccctatgttcagtctcaaacttgttcagaaatcacaatcttggetgaaa

<210> 22
<211> 60
<212> DNA

<213> Oryza sativa
<400> 22

ctgctatgtttgcacatgaataaaacgtgatatatgcagtagtatcaagcaagcgaatag

<210> 23
<211> 60
<212> DNA

_36_



<213>

<400>

Oryza sativa

23

catgaatgcatgcgtggaatattcaggatatggaagattgtcttcatgcaccttgegatce

<210>

<211>

<212>

<213>

<400>

24
60
DNA
Oryza sativa

24

agattgttgaacctgtatcaatttactaatctagggcttgatacagtctaaacatgtcgg

<210>

<211>

<212>

<213>

<400>

25
60
DNA
Oryza sativa

25

actgtcactgtaagaagttgggtgattaaggcecctgtttagatgggactaaaagttttaa

<210>

<211>

<212>

<213>

<400>

26
60
DNA
Oryza sativa

26

acatctctctgctatctctgctatatgtataagatgttgcttatgaattttgcatgatgg

<210>

<211>

<212>

<213>

<400>

27
60
DNA
Oryza sativa

27

gegttttattattttctcgecttgtaacataaccaattcecececttetetgttgtgtgeta

<210>

<211>

<212>

<213>

<400>

28
60
DNA
Oryza sativa

28

tctggttatgtgtgtggaattttgcatgctcatgcaaattaatggtctactttattttge

<210>

29
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<211

> 60

<212>  DNA

<213> Oryza sativa
<400> 29

gcatatacgagggtggtttgatctgtcactagaccacgagacgaatttatttagtctaat

<210> 30
<211> 60
<212> DNA

<213> Oryza sativa
<400> 30

ctcgaattcgccatgtccacattgtacatatgtagataaatcatgtaaatataactgtgg

<210> 31
<211> 60
<212> DNA

<213> Oryza sativa
<400> 31

ccgagcagggcegattgtaatatttaccgaggtgcatgtaaatatttgagataaattgtga

<210> 32
<211> 60
<212> DNA

<213> Oryza sativa
<400> 32

atgttgatgcttcaaatatgtatgacgtgtgttgatgeggctttaaatttgtgtcaatct

<210> 33
<211> 60
<212> DNA

<213> Oryza sativa
<400> 33

tggttgaaagctaagctgttaatggaaattgatctctatggactgtttggttgtttgatt

<210> 34
<211> 60
<212> DNA

<213> Oryza sativa
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<400>

34

attcgagctcgagtttccggagecaacttcactctectcegetecggtgaaggtcaccatac

<210>

<211>

<212>

<213>

<400>

35
60
DNA
Oryza sativa

35

cctctaatatcattacagcaacagatatgcatgacagaatacactgttcccctctgaaca

<210>

<211>

<212>

<213>

<400>

36
60
DNA
Oryza sativa

36

ggttttattgtaggggaaggggtacgattagactgatatatatataactcaattggtact

<210>

<211>

<212>

<213>

<400>

37
60
DNA
Oryza sativa

37

acaaggttacttatgacttatgagtcatacgagtaaggattatggaagctattgttgeca

<210>

<211>

<212>

<213>

<400>

38
60
DNA
Oryza sativa

38

attgttcttgettcgattcgatgtaaccgttaaaccaaactgcagtgecatgttccatcaa

<210>

<211>

<212>

<213>

<400>

39
60
DNA
Oryza sativa

39

ctagtctagagccctatgttgttagactaatttcatttgaagattgcacaagtctattcce

<210>

<211

40
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> 60

<212>  DNA

<213> Oryza sativa
<400> 40

aacagctcgattcgtaggaaaattcccaatacttcactgaacattttccgecatttcegge

<210> 41
<211> 60
<212> DNA

<213> Oryza sativa
<400> 41

ggtgtaactttttatatataatggacaacatcccgegetttactgtggaatatatatgea

<210> 42
<211> 60
<212> DNA

<213> Oryza sativa
<400> 42

agagaggatgccaacaagtctgtgaacagtacaagtcttaccacactacaaggacgttag

<210> 43
<211> 60
<212> DNA

<213> Oryza sativa
<400> 43

ggaatcttttcatcaatcccattaccatgtagttccecttttagactgtattgtcaaata

<210> 44
<211> 60
<212> DNA

<213> Oryza sativa
<400> 44

ctgatgctcagtctgtataatactttctgaagtctgaacctgaagaattgagtagceaact

<210> 45
<211> 60
<212> DNA

<213> Oryza sativa

<400> 45
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ctgatgctcagtctgtataatactttctgaagtctgaacctgaagaattgagtagcaact

<210> 46
<211> 60
<212> DNA

<213> Oryza sativa
<400> 46

gacttcaggaaacaatttcgatggctgtaatgatatattcttecgttectacttetttte

<210> 47
<211> 60
<212> DNA

<213> Oryza sativa

<400> 47

ttagaatcctaatggaccatcgctaacccaaaactctaaatccagtggegacgtgagett

<210> 48
<211> 60
<212> DNA

<213> Oryza sativa
<400> 48

ttccgaacaagatttcacttgatgacttcgtgcatgaatttttgaaagtgtcgtatgage

<210> 49
<211> 60
<212> DNA

<213> Oryza sativa
<400> 49

acacattcacactcttggaattgtatgtacggccacttattaattacctcaagattcatc

<210> 50
<211> 60
<212> DNA

<213> Oryza sativa
<400> 50
caatagaaacagggagattgacaacagcattcttttagtttttatttgttgctttgggac

<210> 51
<211

> 60
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<212>

<213>

<400>

DNA
Oryza sativa

51

ctggaggaagatgacggttgttgcagcatgtattttctatatgatcatatacaattttac

<210>

<11>

<212>

<213>

<400>

52

60

DNA

Oryza sativa

52

atggcaacaagtatatatatgtgatttacttgtcttactgaagaactagcatggtgaccce

<210>

<211>

<212>

<213>

<400>

53

60

DNA

Oryza sativa

53

catggttgctgcaaaattttgcatgtatatatacacgacgcttgaacgtcgatatgtaat

<210>

<211>

<212>

<213>

<400>

54
60
DNA
Oryza sativa

54

gatccaagatcgaaacaactacaggatattctttgatgctgaatttgttaacacatacag

<210>

<211>

<212>

<213>

<400>

55
60
DNA
Oryza sativa

55

ctgtgtgaacaacaaatcaatggccacgtcatatatgtacaagttgagatgataattttg

<210>

<211>

<212>

<213>

<400>

56

60

DNA

Oryza sativa

56

cgttgttgaatgttgattactggtttgccatttgtttgacactgttattacgttgettta
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<210> 57
<211> 60
<212> DNA

<213> Oryza sativa
<400> 57

ctgtgtgaacaacaaatcaatggccacgtcatatatgtacaagttgagatgataattttg

<210> 58
<211> 60
<212> DNA

<213> Oryza sativa

<400> 58

aatttttgtaagggaggacctggacttggtggaatgaagcagcetgattgcagttaaageg

<210> 59
<211> 60
<212> DNA

<213> Oryza sativa
<400> 59

catgcaaacttatggaattggacacatatcatatttttggcatacatgtactcttctgtg

<210> 60
<211> 60
<212> DNA

<213> Oryza sativa
<400> 60

gcgcagattgcetceggetageatcattatattttctctcatataatagecatatatgtttte

<210> 61
<211> 60
<212> DNA

<213> Oryza sativa
<400> 61

ctgttgtctgcatgatctagctaaaagtaatacagcacgccgetttctgaatttataggg

<210> 62
<211

> 60
<212> DNA

_43_



<213>

<400>

Oryza sativa

62

aagcctacaagcctcaaatgtaattatgaataagggccatgetttctacaagtgtaattt

<210>

<211>

<212>

<213>

<400>

63
60
DNA
Oryza sativa

63

ctcctttctaatgtgttttacaaagtatgatggaagettgcatgecatctaaatagttct

<210>

<211>

<212>

<213>

<400>

64
60
DNA
Oryza sativa

64

acggacaagattgatcggccaccggtcatgeccttcagggttttcttttttctatttttt

<210>

<211>

<212>

<213>

<400>

65

60

DNA

Oryza sativa

65

aacaaccatggcatactccactttctactagacggcatgatttttgcggtgaacatgtge

<210>

<211>

<212>

<213>

<400>

66
60
DNA
Oryza sativa

66

tgacatcgaccaggaaaatggtctgaaagtggtaaccacgcatgagaagataactggaag

<210>

<211>

<212>

<213>

<400>

67
60
DNA
Oryza sativa

67

ctggtatggtagtagagttatggttgcatgactttaatcgttatgattcaaatctcgatt

<210>

68
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<11>

<212>

<213>

<400>

60
DNA
Oryza sativa

68

tatccactgtaatatattcactcacctttatagcatgactctctagcccattgetggtta

<210>

<211>

<212>

<213>

<400>

69

60

DNA

Oryza sativa

69

ctagtcttgtacggtaaaactgaacaaaatgcccattttgaggatggtgacatatatata

<210>

<211>

<212>

<213>

<400>

70
60
DNA
Oryza sativa

70

gcaaatcctgtgattataagagcaatgtctggtttttgttaaataaatgtgaggggattc

<210>

<211>

<212>

<213>

<400>

71

60

DNA

Oryza sativa

71

tcecgtecaactcegctaaggegtgttcaaatttagtacggtcttaaaaactaaactttaac

<210>

<211>

<212>

<213>

<400>

72

60

DNA

Oryza sativa

72

gggttagagtctaccacataagtaatttgtctattattgagtgctatagcagtgtaagat

<210>

<211

>

<212>

<213>

73

DNA

Oryza sativa
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<400>

73

attgattttagcaaaacgttaagcaaattgctttacacgaatcctcgtgettctgatttg

<210>

<211>

<212>

<213>

<400>

74
60
DNA
Oryza sativa

74

acaaacagggcatgatgtataacgggcacaactcaacatctaaagttatgtttctgatca

<210>

<211>

<212>

<213>

<400>

75
60
DNA
Oryza sativa

75

acaaacagggcatgatgtataacgggcacaactcaacatctaaagttatgtttctgatca

<210>

<211>

<212>

<213>

<400>

76
60
DNA
Oryza sativa

76

ggaaatgatccagaagcacaagtgactaactacctaaatcaagcaattgatatatactgt

<210>

<211>

<212>

<213>

<400>

7
60
DNA
Oryza sativa

77

gaatctggacccatcgtagaggcegttcaaaaggctcctgatgataagaatcatactttceg

<210>

<211>

<212>

<213>

<400>

78

60

DNA

Oryza sativa

78

tgcttgatctgtgttcattttgtgtgggtgtgtgcttgtagatactctcatctgagtgtt

<210>

<211>

79

60
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<212>

<213>

<400>

DNA
Oryza sativa

79

catcgtagcattttcacaggtgagecggcttaatctacttacctgtgaaaatcagttttcce

<210>

<11>

<212>

<213>

<400>

80
60
DNA
Oryza sativa

80

ggcttatgtagttcgagtgtttaacatggttataacagtagtgttttctatgacgacatt

<210>

<211>

<212>

<213>

<400>

81
60
DNA
Oryza sativa

81

ggccagaggecacgttatgtttcacccatggttacggggtttaaaataaacttcttacac

<210>

<211>

<212>

<213>

<400>

82
60
DNA
Oryza sativa

82

gcgagtegtgttttttcattgtttcatctgattgaaacatttctcatcgagtaatgaaac

<210>

<211>

<212>

<213>

<400>

33

60

DNA

Oryza sativa

83

cattgtgtttcttattttactctgatttatatatgtgcatgtggegtgggttagactgaa

<210>

<211

>

<212>

<213>

<400>

84

DNA
Oryza sativa

84
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ggaacggatggagtatgagacattctttttcactacttgtaagattgacagatagttaat

<210>

<211>

<212>

<213>

<400>

85

60

DNA

Oryza sativa

85

ggaacggatggagtatgagacattctttttcactacttgtaagattgacagatagttaat

<210>

<211>

<212>

<213>

<400>

86

60

DNA

Oryza sativa

86

tatatatggcttcacaacggacgaacgagcgattatcaaacttgaaaacctcgtgttcca

<210>

<211>

<212>

<213>

<400>

87
60
DNA
Oryza sativa

87

tttagaaatggccgecagatcttgatcggagtgatcatgaaaagatcaaatgatgatgaa

<210>

<211>

<212>

<213>

<400>

38
60
DNA
Oryza sativa

88

tgtttgtaggcaacaatcagaaaaattccaagcaaaaagtatctctttgacaaggttacc

<210>

<211>

<212>

<213>

<400>

89

60

DNA

Oryza sativa

89

gaacccgcgaatcaatattgtgaacatatttgtgatgttgtgaatgaatatgtgaatgga

<210>

<211>

<212>

90
60

DNA
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<213> Oryza sativa
<400> 90

cattgtgtttcttattttactctgatttatatatgtgcatgtggegtgggttagactgaa

<210> 91

<211> 60

<212>  DNA

<213> Oryza sativa

<400> 91

tttagaaatggccgecagatcttgatcggagtgatcatgaaaagatcaaatgatgatgaa

<210> 92

<211> 60

<212>  DNA

<213> Oryza sativa

<400> 92

tttgtgtatatctgtttggecccagttggeccatttaatctgtggtccaatatttgcaaca

<210> 93

<211> 60

<212> DNA

<213> Oryza sativa

<400> 93

gtgctttgtatcataatgtatgaacttgagaagcaagatagggcaacaatagttgaatga

<210> 94

<211> 60

<212> DNA

<213> Oryza sativa

<400> 94

gctagttagctactcgtactaattattcgatgecatgectttatctattaattactcectac

<210> 95

<211

> 60

<212> DNA

<213> Oryza sativa

<400> 95

ctagtcgcttgegttgcacaggtaattattattattattgectattcacatatcgaaaggt
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<210>

<211>

<212>

<213>

<400>

96

60

DNA

Oryza sativa

96

tttcgtgtattaaaattggtgtacacatacatagcaagacggttaccatggcatcaaccg

<210>

<211>

<212>

<213>

<400>

97
60
DNA
Oryza sativa

97

cgatggaattaataagcttgcgattaaattatttgtgtgatttctgtgtacgtgaccatg

<210>

<211>

<212>

<213>

<400>

98
60
DNA
Oryza sativa

98

tcgaagtgggtttcttgatttggttaggtacattgtataagetagatttgeattttgtac

<210>

<211>

<212>

<213>

<400>

99
60
DNA
Oryza sativa

99

gtttgtaattatgegttcgetgtctcaacttttaactgatcaactggatatttttctteg

<210>

<211>

<212>

<213>

<400>

100
60
DNA
Oryza sativa

100

gcgtgtgctaatggtgtgcttaacagatatatatagtacctataatgtcaattcgatcga

<210>

<211>

<212>

<213>

101
60
DNA

Oryza sativa
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<400>

101

gttataaggatggaatattaactgtagaacacctctcatgcttcaaaaaacaaatctcecg

<210>

<211>

<212>

<213>

<400>

102
60
DNA
Oryza sativa

102

tgtttgtaggcaacaatcagaaaaattccaagcaaaaagtatctctttgacaaggttacce

<210>

<211>

<212>

<213>

<400>

103
60
DNA
Oryza sativa

103

tagttgaaccacgccactgggttacccacgaagacaattcagcagcagtaacaatcattt

<210>

<211>

<212>

<213>

<400>

104
60
DNA
Oryza sativa

104

aaatgccttgttgccacggctacattactaccaggatggtaacttgtattgttcatgata

<210>

<211>

<212>

<213>

<400>

105
60
DNA
Oryza sativa

105

tcgaagtgggtttcttgatttggttaggtacattgtataagetagatttgeattttgtac

<210>

<211>

<212>

<213>

<400>

106

60
DNA
Oryza sativa

106

atttgtatctactatgtgccattgaccatatattgcacgcacgcagcegtagegegtgtat

<210>

107
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<11>

<212>

<213>

<400>

60
DNA
Oryza sativa

107

atgtttatagctggcttgtagettgctattatacttgetataaacagecatactttcetget

<210>

<211>

<212>

<213>

<400>

108
60
DNA
Oryza sativa

108

ttgctagcaactttgtggaaaagaaaaatatcatttgtggttcttttgecttectgtece

<210>

<211>

<212>

<213>

<400>

109
60
DNA
Oryza sativa

109

atggcctagtatgtgctgatgaacatgtctaattattttgtatggatgatgaacctgttce

<210>

<11>

<212>

<213>

<400>

110
60
DNA
Oryza sativa

110

aaatgtaatatggtgtgtgtacacactaaggttttattgaagtgtgactttgtgettgtg

<210>

<211>

<212>

<213>

<400>

111
60
DNA
Oryza sativa

111

gatgggcgtttaatcagcatgctttgecatgtaaaatcectcecagetttggagaagagcaaa

<210>

<211>

<212>

<213>

<400>

112
60
DNA
Oryza sativa

112
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ggagccacaaattagcacatccagaatgtcttaaaactaaaccttctttcaagtttgaaa

<210>

<211>

<212>

<213>

<400>

113
60
DNA
Oryza sativa

113

aagaccgaattattcggttttcgtatccaatgtttgaccgtcecgtcttatatgatttttt

<210>

<211>

<212>

<213>

<400>

114
60
DNA
Oryza sativa

114

tatggtcggccgggtttagttccaaatttttcaacaagtttttaactttttcatcgtate

<210>

<211>

<212>

<213>

<400>

115
60
DNA
Oryza sativa

115

cggcatggtttttgacggaaggtacacgtgtttgaccatttgttttatttaacgttttta

<210>

<211>

<212>

<213>

<400>

116
60
DNA
Oryza sativa

116

cgctcatggtatgccagettggcaagttcggtgaaagttaatgcaagaaattgaaaataa

<210>

<211>

<212>

<213>

<400>

117

60
DNA
Oryza sativa

117

atataattcgcacttacgacgagtggaacaaaagagatccagataagegtgccgaaccct

<210>

<211>

118

60

_53_

on

=2
=

=]
=

5

10-1487824



<212>

<213>

<400>

DNA
Oryza sativa

118

ggagaagtttgcaactcttgaactccttaaaaacttctttcactgaactcctttattatg

<210>

<11>

<212>

<213>

<400>

119
60
DNA
Oryza sativa

119

ggggaaggggtacgattagactgatatatatataactcaattggtactaattttgtgctt

<210>

<211>

<212>

<213>

<400>

120
60
DNA
Oryza sativa

120

tgtagccctcttggtaatgaccctttttagatgaatgaatgttttgtactcgttaaagaa

<210>

<211>

<212>

<213>

<400>

121
60
DNA
Oryza sativa

121

tgacaatgatgatgatgatcgtcgttgttccgttctgttaggatgatgggacgatccectt

<210>

<211>

<212>

<213>

<400>

122
60
DNA
Oryza sativa

122

aaatccccaaacaggagtagggtattacctctcattgagagggectgaacctgtctaaat

<210>

<211>

<212>

<213>

<400>

123
60
DNA
Oryza sativa

123

gtgtggtgaattttgctcaaattgactgtaaattttgtgattgcacatgtgaaaactgcea
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<210>

<211>

<212>

<213>

<400>

124
60
DNA
Oryza sativa

124

ggggaaggggtacgattagactgatatatatataactcaattggtactaattttgtgett

<210>

<211>

<212>

<213>

<400>

125
60
DNA
Oryza sativa

125

ggcaaactgaaccaagacaccattttcectgttatcttgatgaaatataacaatgctatga

<210>

<211>

<212>

<213>

<400>

126
60
DNA
Oryza sativa

126

gtaataattggctgtagectcegttttgagctaaggtcgggatattctattccattattaaa

<210>

<211>

<212>

<213>

<400>

127
60
DNA
Oryza sativa

127

tgatgatcaagtatgaaactagaggaggagctcactgcattgacgccatggatttcagag

<210>

<211>

<212>

<213>

<400>

128

60
DNA

Oryza sativa

128

tcaacaaccatggttcttgatctttgcagcaaaagatcgtgatcaaggtgcacatgggga

<210>

<211>

<212>

129
60

DNA
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<213>

<400>

Oryza sativa

129

tcaacacttctaagagaggtgaaagatttcgaccctgaggttgttgctaatggegaataa

<210>

<211>

<212>

<213>

<400>

130
60
DNA
Oryza sativa

130

gattagcttgaataaaaaggtgagcectagetcegttggagattaatcaggeegtegetgttg

<210>

<211>

<212>

<213>

<400>

131
60
DNA
Oryza sativa

131

gctettatatacgtagetaggtcacacgtacatgtctctcaaaaatttcttgttagaata

<210>

<211>

<212>

<213>

<400>

132
60
DNA
Oryza sativa

132

gttccatgctctgattgttgettatatttttcaaggaatataaacaaatccgatcctgag

<210>

<211>

<212>

<213>

<400>

133

60

DNA

Oryza sativa

133

acctatatgtgtgctatatgtgtgctacctccgttccaaaataagtgcagtcgtggatat

<210>

<211>

<212>

<213>

<400>

134

60

DNA

Oryza sativa

134

agggaactatacctgaaccattgttttcgaatgaagtttggatggattacacctttacag

<210>

135
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<11>

<212>

<213>

<400>

60
DNA
Oryza sativa

135

atcctttgttcagttatgcgaattttactgatgcagatcaagcatgcatgettgattttt

<210>

<211>

<212>

<213>

<400>

136
60
DNA
Oryza sativa

136

tcaacaaccatggttcttgatctttgcagcaaaagatcgtgatcaaggtgcacatgggga

<210>

<211>

<212>

<213>

<400>

137
60
DNA
Oryza sativa

137

cgaactagtatgcatgtgtatatgactattgcacctgtaatttttattgtgggaaggcag

<210>

<211>

<212>

<213>

<400>

138

60

DNA

Oryza sativa

138

tcaacacttctaagagaggtgaaagatttcgaccctgaggttgttgctaatggegaataa

<210>

<211>

<212>

<213>

<400>

139

60
DNA
Oryza sativa

139

ggggtacaccatttaatttcatgatgagetttgtcctgtagtactagtatttttgetttt

<210>

<211>

<212>

<213>

140
60
DNA

Oryza sativa
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<400>

140

cttacaaaaagttgatcatagctacagttaataccgatttttctttcatgcagecatgtce

<210>

<211>

<212>

<213>

<400>

141
60
DNA
Oryza sativa

141

ctgtacatcattcgaaagtaatgttagtagtcttttgtcccttttgcttgaacaatcaga

<210>

<211>

<212>

<213>

<400>

142
60
DNA
Oryza sativa

142

ccacttgctaacagttatgcatttgaaaatataaatgaaatcgtgcagagacaagegacg

<210>

<211>

<212>

<213>

<400>

143

60

DNA

Oryza sativa

143

ctcattgctatatcgecgetttccttaatataaaagggattgtatgtatttatgttgecac

<210>

<211>

<212>

<213>

<400>

144

60

DNA

Oryza sativa

144

gaaaaataaattcgtgacctgaatataataaagcttgtcctaattatcaccggtcegatta

<210>

<211>

<212>

<213>

<400>

145

60

DNA

Oryza sativa

145

gctgatatcatgacgatattaggtagtatagatatcattatgggagaagttgatcegttga

<210>

<211>

146

60
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<212>

<213>

<400>

DNA
Oryza sativa

146

tagtagaccatatccatttttgtactccattgcccttctaagattcctcegttaaaatcte

<210>

<211>

<212>

<213>

<400>

147

60

DNA

Oryza sativa

147

ctgtacatcattcgaaagtaatgttagtagtcttttgtcccttttgecttgaacaatcaga

<210>

<211>

<212>

<213>

<400>

148
60
DNA
Oryza sativa

148

ctgcttgtgagattccacttttttcaagcttcaagtacagccatagaaatatactactat

<210>

<211>

<212>

<213>

<400>

149
60
DNA
Oryza sativa

149

aagatccacacaaagtatcagaataatgtgcttgctgctacataattcaagtgttctgaa

<210>

<211>

<212>

<213>

<400>

150

60
DNA
Oryza sativa

150

caacatgtgtaacacagggagtttttctagtggacgacaatactgtttaatttcagaaaa

<210>

<211>

<212>

<213>

<400>

151
60
DNA
Oryza sativa

151
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taaaagggtaccctaactatgtcttgtttaccatccgatgaagttttcaggtgaagtcce

<210>

<211>

<212>

<213>

<400>

152
60
DNA
Oryza sativa

152

cgcacttgtgtacattgtaaaataacagtgttgaaatgtggaggaagttgttcttctcaa

<210>

<211>

<212>

<213>

<400>

153

60

DNA

Oryza sativa

153

gccgagegatcagattggtacatcttcaaaaacaatatcctagacttgattaattatatg

<210>

<211>

<212>

<213>

<400>

154
60
DNA
Oryza sativa

154

gtaatactacgtttagttgttgtccaagttatttttgecctgcagcatgetgtttacaact

<210>

<211>

<212>

<213>

<400>

155

60

DNA

Oryza sativa

155

tgtaattttgctcatcatggceccaatgacttttgattgatgactgatgagttattctcaa

<210>

<211>

<212>

<213>

<400>

156

60

DNA

Oryza sativa

156

gatcagattttagtgttctacatttcactcatgtaaacatatcagcattgctgtaactge

<210>

<211>

<212>

157
60

DNA
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<213>

<400>

Oryza sativa

157

ttgegtcttgtctatttaagtttcaatataatcgagaaaatgetgccacttgacagceacce

<210>

<211>

<212>

<213>

<400>

158

60

DNA

Oryza sativa

158

gtaatactacgtttagttgttgtccaagttatttttgectgcagecatgetgtttacaact

<210>

<211>

<212>

<213>

<400>

159

60

DNA

Oryza sativa

159

ggttattcactgtgttcatgcttcatggcaaattaatttagatgecgctaattgtattgt

<210>

<211>

<212>

<213>

<400>

160
60
DNA
Oryza sativa

160

gtagaaccaaagatgttgtgaactctattgatgttaccatctgataaggataaggataac

<210>

<211>

<212>

<213>

<400>

161

60
DNA

Oryza sativa

161

gattagcttgaataaaaaggtgagctagetcgttggagattaatcaggecgtegetgttg

<210>

<211>

<212>

<213>

<400>

162
60
DNA
Oryza sativa

162

agactctaaactatattagaaatttattaattggactcaggacttggcactggtgtctgt

_61_

on

=2
=

=]
=

5

10-1487824



<210>

<211>

<212>

<213>

<400>

163
60
DNA
Oryza sativa

163

aaatcctaggtgaagatgtgactcctccttatacaacgaataagagtggtcacttcectct

<210>

<211>

<212>

<213>

<400>

164
60
DNA
Oryza sativa

164

cgccatatatacagttgtaagaagttgaacaagattgtcatttatactaatcgaagetgg

<210>

<211>

<212>

<213>

<400>

165

60

DNA

Oryza sativa

165

tgtcgatgggtagctagtttcagggtttaacattgtaaatactacttatgcatgatgatt

<210>

<211>

<212>

<213>

<400>

166

60

DNA

Oryza sativa

166

aatcacactaataaaagagtagaaaatgattaaaataaatatattgtgctaacacatgct

<210>

<211>

<212>

<213>

<400>

167
60
DNA
Oryza sativa

167

atggttttggtcagatatagattagcagatcacgaccagatatacgagatgttcttttga

<210>

<211>

<212>

<213>

168
60
DNA

Oryza sativa
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<400>

168

tgctgtccagaccatgtaaagttaagtagcatcaaatatctgectgagaaatctagetcaa

<210>

<211>

<212>

<213>

<400>

169
60
DNA
Oryza sativa

169

atcatgagatcaaatcgtctctcagctcctagggaattcatgtaaaattcctacaaaaaa

<210>

<211>

<212>

<213>

<400>

170
60
DNA
Oryza sativa

170

agactctaaactatattagaaatttattaattggactcaggacttggcactggtgtctgt

<210>

<211>

<212>

<213>

<400>

171
60
DNA
Oryza sativa

171

gatgaggacatgactggatttgtatagcaaattagtactagcagctaataagtgtggatt

<210>

<211>

<212>

<213>

<400>

172

60
DNA
Oryza sativa

172

tatttttgttcttatacccatgcaatagagagcgagtgggaaaagagaggttactttttt

<210>

<211>

<212>

<213>

<400>

173
60
DNA
Oryza sativa

173

ttatctggtgcttaatgatgttggtgtcggtaattgattacgecgetaattacgagecge

<210>

174
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<11>

<212>

<213>

<400>

60
DNA
Oryza sativa

174

agactctaaactatattagaaatttattaattggactcaggacttggcactggtgtctgt

<210>

<211>

<212>

<213>

<400>

175

60

DNA

Oryza sativa

175

cccacaacgccctcagggttagtatttacttcttttaattacttacttctecctaatctaa

<210>

<211>

<212>

<213>

<400>

176
60
DNA
Oryza sativa

176

aattcttctctggttgataatatcttcacacgaaccatacctcegeteccacteggatttt

<210>

<211>

<212>

<213>

<400>

177
60
DNA
Oryza sativa

177

gctcatgagetttaactgectattgttgggtgatttctaataaaaaatcacccagatttt

<210>

<211>

<212>

<213>

<400>

178
60
DNA
Oryza sativa

178

ggatctcctccaacttttctgataataggatttgtttatactagttcatcecgtcacaaaa

<210>

<211>

<212>

<213>

179
60
DNA

Oryza sativa
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<400>

179

cagctgtaatgtgtactctattgtaatcttgttgtggaataaactacatgatgttcagea

<210>

<211>

<212>

<213>

<400>

180
60
DNA
Oryza sativa

180

tgctgtccagaccatgtaaagttaagtagcatcaaatatctgcectgagaaatctagetcaa

<210>

<211>

<212>

<213>

<400>

181
60
DNA
Oryza sativa

181

caacaataatgtgtacgagcttgcatggtcttatggaacaatgcaaaatttgtagcaaat

<210>

<211>

<212>

<213>

<400>

182
60
DNA
Oryza sativa

182

aagggattcgttcgggcatataaatgtcttaaaacttgtacccaactgtatattgttgtt

<210>

<211>

<212>

<213>

<400>

183

60
DNA

Oryza sativa

183

gtatatatctccatctacctatgccacgtttatatttgtatctcaagctagtctgtatga

<210>

<211>

<212>

<213>

<400>

184
60
DNA
Oryza sativa

184

gtatgaacctcgtatgctttttatgaaaagctgggcecgagegecatcgtctaaaagaaaa

<210>

185
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<11>

<212>

<213>

<400>

60
DNA
Oryza sativa

185

gaggcgttcgaggatgctgegetggeatcgtacaaaattgactacgtgtacectttgttg

<210>

<211>

<212>

<213>

<400>

186

60

DNA

Oryza sativa

186

ttaaaggagagcagcattgccttacttccaattttctatgaagectctttggaagcaataa

<210>

<211>

<212>

<213>

<400>

187
60
DNA
Oryza sativa

187

gatgaggacatgactggatttgtatagcaaattagtactagcagctaataagtgtggatt

<210>

<211>

<212>

<213>

<400>

188
60
DNA
Oryza sativa

188

gctgaaactaagaacgtctgagattaagttaataagatcgettttcagttctecattgttg

<210>

<211>

<212>

<213>

<400>

189
60
DNA
Oryza sativa

189

ggggtccaagtacagctgcagtagetatataaaattaaaagaaaaattctaccaatgcaa

<210>

<211>

<212>

<213>

190
60
DNA

Oryza sativa
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<400>

190

ccactttgaatgctctctttgaccggcgccactagactccattaattgtettttgtttte

<210>

<211>

<212>

<213>

<400>

191
60
DNA
Oryza sativa

191

cactgaggattacatatccaattcagacatgcaaaccttaccagttgcaatattgtaaat

<210>

<211>

<212>

<213>

<400>

192
60
DNA
Oryza sativa

192

gacatgtaaatgtgatgcacttttcaaatctttctactcectecgtcettattttaaatge

<210>

<211>

<212>

<213>

<400>

193
60
DNA
Oryza sativa

193

aatgttgtactactggagtactgatttgtagctgatccaactgecacgagttttgggegt

<210>

<211>

<212>

<213>

<400>

194

60
DNA

Oryza sativa

194

Ccgagaccgaggaagaagatgaagttatataaactgtaccattaattaccaactgtatgaa

<210>

<211>

<212>

<213>

<400>

195
60
DNA
Oryza sativa

195

catgcttcagactggctactagctgactagttatgtaaatatatacccctaaatatgtgce

<210>

196
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<11>
<212>
<213>

<400>

60
DNA
Oryza sativa

196

gttgtgtggttgcatgttattggattgaataaactttctcccatgttatgggaatggaaa

<210>
<211>
<212>
<213>

<400>

197
60
DNA
Oryza sativa

197

atccttgcgaatccattaagtggcttaatagaagacaatacaccaacaaagatgaacgat

<210>
<211>
<212>
<213>

<400>

198
60
DNA
Oryza sativa

198

ctcatgcatatccaagattgtattccaagtcecttttatagagttatccaaacagacatac

<210>
<211>
<212>
<213>

<400>

199
60
DNA
Oryza sativa

199

cactgtggtttcagctcacaaaggggccgagecattctgcaattatggtattttctettte

<210>

<211>

<212>

<213>

<400>

200
60
DNA
Oryza sativa

200

taacaatgtttaccaggaaggtgctttggtgatgaaaaaagagttgtcactatgectaag

<210>

<211>

<212>

<213>

201
60
DNA

Oryza sativa

_68_

on

=2
=

=]
=

5

10-1487824



<400>

201

cccacaacgccctcagggttagtatttacttcttttaattacttacttctecctaatctaa

<210>

<211>

<212>

<213>

<400>

202
60
DNA
Oryza sativa

202

gtactgtccagtctttcgactaatgatgataaagectctctttatecttatgtttgttcet

<210>

<211>

<212>

<213>

<400>

203
60
DNA
Oryza sativa

203

gtactgtccagtctttcgactaatgatgataaagectctcectttatecttatgtttgttct

<210>

<211>

<212>

<213>

<400>

204
60
DNA
Oryza sativa

204

gtggcagatcaacgagaagtaaactaaatgtgtaacgatcttactgtaatgaataatgtg

<210>

<211>

<212>

<213>

<400>

205

60
DNA
Oryza sativa

205

ggctgttcatgtgtgtgatttggttactaaataatttgtgtttcecttttatctggaagea

<210>

<211>

<212>

<213>

<400>

206
60
DNA
Oryza sativa

206

actgagggcacgttgtatgagcaagtgaattgaatagtattgaaatcctttgttactata

<210>

207
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<11>

<212>

<213>

<400>

60
DNA
Oryza sativa

207

ctgatctgtgtgtatgcatgcatgcctacaaaatcgaaatatagtgggtacaggtgtatg

<210>

<211>

<212>

<213>

<400>

208
60
DNA
Oryza sativa

208

gttectatttgtgtaatgtgecagtggatteecttttgttatgatcttgttttttgtatge

<210>

<211>

<212>

<213>

<400>

209
60
DNA
Oryza sativa

209

ccttttctettegttactacaacagaaatgtaccaattaaccaaggegataatatgatca

<210>

<211>

<212>

<213>

<400>

210
60
DNA
Oryza sativa

210

ttgtaggctgacgacggtgtatgtacgaaagatttcttgtgcaggtgactgatgtctgaa

<210>

<211>

<212>

<213>

<400>

211
60
DNA
Oryza sativa

211

ccatgttgataaattacctcggatgattgattgtactgttaatgtgtactgtcagtatte

<210>

<211>

<212>

<213>

212
60
DNA

Oryza sativa
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<400>

212

caatagtgccaacaactttaaatggtgtatcgaaggtgtgtgcegtctaatatattgtaat

<210>

<211>

<212>

<213>

<400>

213
60
DNA
Oryza sativa

213

tcgaaggctttttgtgtagagagacgggagagagtggcaataaagtactatacttgttct

<210>

<211>

<212>

<213>

<400>

214
60
DNA
Oryza sativa

214

ggtgcetttttctgggtgtttggttgtattagtatcgtgtttggaaattgcaaattgtaat

<210>

<211>

<212>

<213>

<400>

215
60
DNA
Oryza sativa

215

tttgatcgtccatgtttaataaatgtaatgcaatatggacacagtacggegtecttttece

<210>

<211>

<212>

<213>

<400>

216

60
DNA

Oryza sativa

216

ctcgattttceccgtgtttttattcgtttcatgtgtgggtcecttgtatgatcectgttgattat

<210>

<211>

<212>

<213>

<400>

217
60
DNA
Oryza sativa

217

gattatatgtaatgcttcttgattgggettgcetgcetgcccaatatatgegettcccaagt

<210>

218
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<11>

<212>

<213>

<400>

60
DNA
Oryza sativa

218

tcggettggegtggtggtttgttttgtetttetttttectggttataatcttcatagtta

<210>

<211>

<212>

<213>

<400>

219
60
DNA
Oryza sativa

219

ggcaagatttgtacatggaattgggagtttgaagatgaatttgaagatatcttccagttt

<210>

<211>

<212>

<213>

<400>

220
60
DNA
Oryza sativa

220

cagtacgtatatagagtatatagtacgtcttgaggcatctatatatactttcttcecttg

<210>

<211>

<212>

<213>

<400>

221
60
DNA
Oryza sativa

221

cagtacgtatatagagtatatagtacgtcttgaggcatctatatatactttcttcecttg

<210>

<211>

<212>

<213>

<400>

222
60
DNA
Oryza sativa

222

gaacacatggtctgaaactctgtaatagaatgtgcagtacaccagtatctcctgaaaaaa

<210>

<211>

<212>

<213>

223
60
DNA

Oryza sativa
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<400>

223

catgcagctctattaattaattcaatggatggatgaatcacacgtatatatacgcatage

<210>

<211>

<212>

<213>

<400>

224
60
DNA
Oryza sativa

224

cttctggacctacagtatatatgcagtacaacatggtgtttttcctcttcttttatcaat

<210>

<211>

<212>

<213>

<400>

225
60
DNA
Oryza sativa

225

ggttatcgaataaaatcagacaagcetgetgetgtagettgatcgcaagttcgcaactcca

<210>

<211>

<212>

<213>

<400>

226
60
DNA
Oryza sativa

226

taaatttatttccagtgectttttctgatgtaatgaaagtactacgtacgtacgtctcge

<210>

<211>

<212>

<213>

<400>

227

60
DNA
Oryza sativa

227

ggaagatagcccacgcatatgtgegggeatttgtttaatgtgtttatgtgcagttggttt

<210>

<211>

<212>

<213>

<400>

228
60
DNA
Oryza sativa

228

tgaacttttgattacttgggaatctgaagctggetttgcaagcatcaagatgetgattaa

<210>

229
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<11>

<212>

<213>

<400>

60
DNA
Oryza sativa

229

ccacatgtgttcatgtgtgtgettggttgtactcccgatctcttatctaaggcaagtact

<210>

<211>

<212>

<213>

<400>

230
60
DNA
Oryza sativa

230

aggatgcatatacatttcccacccttcttcaggacactattgagtctctcttcegtcaatce

<210>

<211>

<212>

<213>

<400>

231
60
DNA
Oryza sativa

231

aaggccttaactctgecttgagacaatgcaagtcttttaaatttecctgtggettttgtta

<210>

<211>

<212>

<213>

<400>

232
60
DNA
Oryza sativa

232

aactttttggagggtcgttggtgcatctcatgtgtaaataaactcaaaactggtaaaaaa

<210>

<211>

<212>

<213>

<400>

233
60
DNA
Oryza sativa

233

aagtttcagaataaaatccaggctcagtacgtgctcggtgtgttatgagettetgctetg

<210>

<211>

<212>

<213>

234
60
DNA

Oryza sativa
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<400>

234

cattgtaccttactgcatgcatgcatgcttcaatatatatccatcaaatgaagagtcttt

<210>

<211>

<212>

<213>

<400>

235
60
DNA
Oryza sativa

235

gaaaaaacatattccatgaatgaaacattttcatgatgccagegtcattggtgtcatagt

<210>

<211>

<212>

<213>

<400>

236
60
DNA
Oryza sativa

236

cgtaagaataccgcagaaatgacaagaaagaatggatgattcctcgtacactttgggtga

<210>

<211>

<212>

<213>

<400>

237
60
DNA
Oryza sativa

237

gttcattactactgtttaatggtgaatgttaaagattgccaatggtgtgettgetttatg

<210>

<211>

<212>

<213>

<400>

238

60
DNA

Oryza sativa

238

gcctatgagetcettttctaatgtatattgtaacgeectetetattecatctegtcettceat

<210>

<211>

<212>

<213>

<400>

239
60
DNA
Oryza sativa

239

gggaataaactagtaaattctactgtacatttgcactagtttgttctttcccattccecta

<210>

240
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<11>

<212>

<213>

<400>

60
DNA
Oryza sativa

240

gaaaaaacatattccatgaatgaaacattttcatgatgccagegtcattggtgtcatagt

<210>

<211>

<212>

<213>

<400>

241
60
DNA
Oryza sativa

241

tacttgaacatgtccagtgtctttgctgtgaagcaaaattgcaaccctgetactetgttt

<210>

<211>

<212>

<213>

<400>

242
60
DNA
Oryza sativa

242

caagctggecggatctgctcattttccattactgtatccattttecttctcaataaataat

<210>

<211>

<212>

<213>

<400>

243
60
DNA
Oryza sativa

243

ttagctatagctagetgcecatgcacaatttaccacaatttacaagaaagagaaaatacgg

<210>

<211>

<212>

<213>

<400>

244
60
DNA
Oryza sativa

244

gtaaatttgctccaaacgtatctgaaactgttgaataaagatgaactatctgectcatacg

<210>

<211>

<212>

<213>

245
60
DNA

Oryza sativa
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<400>

245

tatatgtgtgtatttgtgcgtgageccagettgatttgtgttgtacatagetagecagtge

<210>

<211>

<212>

<213>

<400>

246
60
DNA
Oryza sativa

246

gcectcattagaaagtttccatggttaaactaagaaatgttttecttagettgttgtcaca

<210>

<211>

<212>

<213>

<400>

247
60
DNA
Oryza sativa

247

gtactagctagcagtatcatgtttggatgetgettctctatgtttgtgataatgataata

<210>

<211>

<212>

<213>

<400>

248
60
DNA
Oryza sativa

248

tgcgatttttgcaagectettetettcggagaaggettctaagecagtagttctgatcaaa

<210>

<211>

<212>

<213>

<400>

249

60
DNA

Oryza sativa

249

atgttcagatgtgtactactactgtaattctttttgecgactggtatacatattegtttce

<210>

<211>

<212>

<213>

<400>

250
60
DNA
Oryza sativa

250

tgcgagtaatgtcaatggttttccattttggettcttggtaatttcctcaagagaaaaaa

<210>

251
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<11>

<212>

<213>

<400>

60
DNA
Oryza sativa

251

cttgaaagagtactccttatgtgattacatccaaaactgatcagagattctgagtaaaca

<210>

<211>

<212>

<213>

<400>

252
60
DNA
Oryza sativa

252

gtaaagaactcctaaacagecttatcettttegtttatgettatgettacgettatcagee

<210>

<211>

<212>

<213>

<400>

253
60
DNA
Oryza sativa

253

cttgaaagagtactccttgcgtgattacatccaaaactgatcagagattctgagcaaaca

<210>

<211>

<212>

<213>

<400>

254
60
DNA
Oryza sativa

254

aaatttgtatcttgggagatgaaatctceccgattgttgtaactgtggecggacggacgtca

<210>

<211>

<212>

<213>

<400>

255
60
DNA
Oryza sativa

255

aggaacctcttgaaagagagctcctcacatgattatatccaaaactgatcagagattctg

<210>

<211>

<212>

<213>

256
60
DNA

Oryza sativa
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<400>

256

gggcttaatttctagctatatggaataatgtaatcccatgtcgcaattaaataagggtga

<210>

<211>

<212>

<213>

<400>

257
60
DNA
Oryza sativa

257

atgttgttggttcctagcageccatataaagettttcttatgagcacttattacataaga

<210>

<211>

<212>

<213>

<400>

258
60
DNA
Oryza sativa

258

tttgcttegttttcgtattagaaagagagatcaagagaagcatcgatttctagetttgta

<210>

<211>

<212>

<213>

<400>

259
60
DNA
Oryza sativa

259

gtggctctacctgcagagtgtcaactaagctaagtcattaatgacttaattatgtataat

<210>

<211>

<212>

<213>

<400>

260

60
DNA

Oryza sativa

260

ggatgtactctacaactgagctcttatagactcaagaaacgttgctcgtcaattttgttt

<210>

<211>

<212>

<213>

<400>

261
60
DNA
Oryza sativa

261

ggctacattttgacatatacagacacacccacaacgtgcaaaaaagttcaagcaacagac

<210>

262
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<11>

<212>

<213>

<400>

60
DNA
Oryza sativa

262

atgcgtttaggtggactgtagcacgcaaaaaatgtaatgtaaagatgttectgttgtgge

<210>

<211>

<212>

<213>

<400>

263
60
DNA
Oryza sativa

263

tctgtgaggcgattatgtcgtcgetgaacgcttaatgttgttacacacactgaagectta

<210>

<211>

<212>

<213>

<400>

264
60
DNA
Oryza sativa

264

gtgtgatgtgtggtgtcetgttcagaatgtagaactatgtattgtaatggtgaatttatga

<210>

<211>

<212>

<213>

<400>

265
60
DNA
Oryza sativa

265

gtcaattcgtttgtcgecatctctgtatgtaaacattcattttgecatgaacatatctgcaa

<210>

<211>

<212>

<213>

<400>

266
60
DNA
Oryza sativa

266

gtctgctgatgagettaggctcgcaaaagaacaaatacatttttgctaaagaacataata

<210>

<211>

<212>

<213>

267
60
DNA

Oryza sativa
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<400>

267

actatataatccatgatcatcgcctcggtcgatatataattactctctecttctettcete

<210>

<211>

<212>

<213>

<400>

268
60
DNA
Oryza sativa

268

gcectcattagaaagtttccatggttaaactaagaaatgttttecttagettgttgtcaca

<210>

<211>

<212>

<213>

<400>

269
60
DNA
Oryza sativa

269

gtaaaagatcaacgttgtgtgatcatcgtgcetctgtaatctgaattgaacagettgttta

<210>

<211>

<212>

<213>

<400>

270
60
DNA
Oryza sativa

270

tttgcttegttttcgtattagaaagagagatcaagagaagcatcgatttctagetttgta

<210>

<211>

<212>

<213>

<400>

271

60
DNA
Oryza sativa

271

tttatgcagtttattctctggcagatgatatttggaatgttgctttgttgcatgagacce

<210>

<211>

<212>

<213>

<400>

272
60
DNA
Oryza sativa

272

cttcctggggacatgacggattcggtagaatataccttgatagtgtcaggaagetttttt

<210>

273
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<11>

<212>

<213>

<400>

60
DNA
Oryza sativa

273

ctggagctgaaggcagaatcagttaaatttgtgaacttttcgtttgatcaggactgttta

<210>

<211>

<212>

<213>

<400>

274
60
DNA
Oryza sativa

274

agtacgtactgttttagttccttgaatgcagtgatgggegtaccagtttcecgtttcataa

<210>

<211>

<212>

<213>

<400>

275
60
DNA
Oryza sativa

275

ggtttgatacgaataatggcagttgtttcagtatgttaaggatacagatgtatccacaat

<210>

<211>

<212>

<213>

<400>

276
60
DNA
Oryza sativa

276

ttctgtgaggcegattctgtegtegttgatcgettaatgttgttacacacactgaagectt

<210>

<211>

<212>

<213>

<400>

277
60
DNA
Oryza sativa

277

gtaaaagatcaacgttgtgtgatcatcgtgctctgtaatctgaattgaacagettgttta

<210>

<211>

<212>

<213>

278
60
DNA

Oryza sativa
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<400>

278

taaaatagatacattttgatgctacaagaaaaaggcgcacatttggtctgattttccect

<210>

<211>

<212>

<213>

<400>

279
60
DNA
Oryza sativa

279

tccttgagtcctgacgacttgtggaatgagattattagtttaagtgacaaataatggatt

<210>

<211>

<212>

<213>

<400>

280
60
DNA
Oryza sativa

280

atggaacgccacaatccgcagattggacgctttcectttcagagtttcgecatcatttagat

<210>

<211>

<212>

<213>

<400>

281
60
DNA
Oryza sativa

281

agtgagctctatcaaccgagaaaaatgttgacttgatgaaccctgtttctcggtggagac

<210>

<211>

<212>

<213>

<400>

282

60
DNA

Oryza sativa

282

ccaggagtggactccgtgttccatgagtatgctcagetagactacggacagtataattaa

<210>

<211>

<212>

<213>

<400>

283
60
DNA
Oryza sativa

283

gggatatctgctcatttcccattgtatccattttecttctcaataaatattatctegtga

<210>

284
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<11>

<212>

<213>

<400>

60
DNA
Oryza sativa

284

ggctgegtttgcaatgttgtatgettgattaattagtttaatttctgegtggattaattg

<210>

<211>

<212>

<213>

<400>

285
60
DNA
Oryza sativa

285

tacacacctttgtcctgatgaaatatagtggagtattccacaatgttcagtgtgcaatta

<210>

<211>

<212>

<213>

<400>

286
60
DNA
Oryza sativa

286

ttgcatatatggtctatgttgcatttatcgecttatcggaggatttccagaatctcactt

<210>

<211>

<212>

<213>

<400>

287
60
DNA
Oryza sativa

287

ttgtggagactactgtatcttttgtggtgaactagtatttgtcatggecatcttttcttga

<210>

<211>

<212>

<213>

<400>

288
60
DNA
Oryza sativa

288

attttgtgactgctagtacgcaactaggtcacctgtacatgtcacggaatgatgatggct

<210>

<211>

<212>

<213>

289
60
DNA

Oryza sativa
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<400>

289

ctccectetgtcettcgacatggttattaagaaagtaaataaaattaaatgatcggacgceta

<210>

<211>

<212>

<213>

<400>

290
60
DNA
Oryza sativa

290

cctaacaatgtgtaagttactgtttggctgtttgcatgctaatcgtatagaattcccate

<210>

<211>

<212>

<213>

<400>

291
60
DNA
Oryza sativa

291

aggtacatctatgacctatgtaattttcggtgcaccaaataaaatccttccgatgetace

<210>

<211>

<212>

<213>

<400>

292
60
DNA
Oryza sativa

292

gctecttatacatatatctgaacttttgecattgaacatgtctattctggtgecttgaatget

<210>

<211>

<212>

<213>

<400>

293

60
DNA

Oryza sativa

293

gatggatctatcctcacgtgattatacctaaactgagactaaaaatgtctgagcaaaact

<210>

<211>

<212>

<213>

<400>

294
60
DNA
Oryza sativa

294

tccttccaagaaaaagacataaagagttgtcatttgtcaaaccatcaacatttgttctcec

<210>

295
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<11>

<212>

<213>

<400>

60
DNA
Oryza sativa

295

gctectgtecatatttatcaataaacacaggacggagttgatttaacattctgagaaaaa

<210>

<211>

<212>

<213>

<400>

296
60
DNA
Oryza sativa

296

aggccatcctattcagatttcagtggttaagattgagatcctgtcttactaaaagaaaaa

<210>

<211>

<212>

<213>

<400>

297
60
DNA
Oryza sativa

297

gctagtgetcatttatgtgtactgecattttgetctacacttttcttatagecattgtaate

<210>

<211>

<212>

<213>

<400>

298
60
DNA
Oryza sativa

298

gccgaacttgagcaaacacagatgtaagagetctaatgtacattgaaattttattactte

<210>

<211>

<212>

<213>

<400>

299
60
DNA
Oryza sativa

299

gacgcttcttgtaaattcaatggaacagtaaaagtaaagatgegetttgttgactttgta

<210>

<211>

<212>

<213>

300
60
DNA

Oryza sativa
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<400>

300

ctccectetgtcettcgacatggttattaagaaagtaaataaaattaaatgatcggacgceta

<210>

<211>

<212>

<213>

<400>

301
60
DNA
Oryza sativa

301

ttagtgcctgatgtagggaaaagetggttttcctatgagtagacctttgattttttettt

<210>

<211>

<212>

<213>

<400>

302
60
DNA
Oryza sativa

302

ggcatgctttgtcatctttgtaagggtattgtattgtactgttgtgattatcacaaacaa

<210>

<211>

<212>

<213>

<400>

303

60

DNA

Oryza sativa

303

ctctgttgctgtactgtagaaatcagttttcaactgaaatagagatgaatttggatcaga

<210>

<211>

<212>

<213>

<400>

304

60
DNA

Oryza sativa

304

tggaccagatggatgaacactacaaattaattaagcacagtaaggaaatgtgttactage

<210>

<211>

<212>

<213>

<400>

305
60
DNA
Oryza sativa

305

gtttccatgcgcaaaggattggaaaagggaagataaattctatacttatagtgatcacat

<210>

306
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<11>

<212>

<213>

<400>

60
DNA
Oryza sativa

306

acggcagctgttatctcatgagatattgataatgatgttgtctctgetgetgtegegatce

<210>

<211>

<212>

<213>

<400>

307
60
DNA
Oryza sativa

307

cgtgtgttcatttgctaattacatttgtaaagaggggaaaatgaggtggcattactatta

<210>

<211>

<212>

<213>

<400>

308
60
DNA
Oryza sativa

308

cctaccacctctectagttcttaatattacataacaactaaatctaaatggatageccta

<210>

<211>

<212>

<213>

<400>

309
60
DNA
Oryza sativa

309

ggggatggggtaatccgaatatgtcctgaacttatctaaatctgtcaagecacgttgaatt

<210>

<211>

<212>

<213>

<400>

310
60
DNA
Oryza sativa

310

ctgaatgtggctgtaaataatagaacgaatttgtaatgctctaagagtatggagtggatce

<210>

<211>

<212>

<213>

311
60
DNA

Oryza sativa
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<400>

311

tacgaaactattgttgtctgtttctatcattcagectgecgggceccaggaatctcaaaccat

<210>

<211>

<212>

<213>

<400>

312
60
DNA
Oryza sativa

312

cgcgtaaattttctgtacctgtagectgtagtgaaataaatcagtgaaccgtggtaagtt

<210>

<211>

<212>

<213>

<400>

313
60
DNA
Oryza sativa

313

ccaacaaatcgagcagtcatctgctgttttgaatagtgaaatggtcggtceectecttttt

<210>

<211>

<212>

<213>

<400>

314
60
DNA
Oryza sativa

314

tgatactgttaatctgttattgeccgtggatttgetgctattcccagatttgecttttata

<210>

<211>

<212>

<213>

<400>

315

60
DNA
Oryza sativa

315

ccaagttgctttggatatttgtaatcgtttcaagaagcaccatcatgagaaagataaaga

<210>

<211>

<212>

<213>

<400>

316
60
DNA
Oryza sativa

316

tagaggggaggtaattaaactggcaatcttagctaatgcaaattcttttttcgatcgate

<210>

317
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<11>

<212>

<213>

<400>

60
DNA
Oryza sativa

317

cagcagtaagttgtaactcccectttttcattgaagaaatgcaagataagactttagatt

<210>

<211>

<212>

<213>

<400>

318
60
DNA
Oryza sativa

318

agaggagaattgatgtaccaacacgagtcctaatgaaggaataagagatcagactacttt

<210>

<211>

<212>

<213>

<400>

319
60
DNA
Oryza sativa

319

cgtgctcatgatggtatcgcaaactattttagtgttgtataaataaatgtgcaactgaag

<210>

<211>

<212>

<213>

<400>

320
60
DNA
Oryza sativa

320

tgtttgtagatgctaacgcgactcatctttgtgaaatctgaagectgtcgeatacacaaa

<210>

<211>

<212>

<213>

<400>

321
60
DNA
Oryza sativa

321

ggatggtgctgatgaatactaagcaccaataggaaagcaggttgtatatgtaaattaatt

<210>

<211>

<212>

<213>

322
60
DNA

Oryza sativa
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<400>

322

cgttttcggtgtttaatagagatacaatctcttgegtattcacgagtgaagaaatacata

<210>

<211>

<212>

<213>

<400>

323
60
DNA
Oryza sativa

323

gectgatetetgtatettgttatttgtataccgtcaaataaaagtttcttccacttgtgt

<210>

<211>

<212>

<213>

<400>

324
60
DNA
Oryza sativa

324

gttgtttagaggtggtgactcttatttgtaatcgttgtttggttttacaactatcatage

<210>

<211>

<212>

<213>

<400>

325

60

DNA

Oryza sativa

325

aggccatcctattcagatttcagtggttaagattgagatcctgtcttactaaaagaaaaa

<210>

<211>

<212>

<213>

<400>

326

60
DNA

Oryza sativa

326

gagtatatggcatatgcatgtatggttttgtttggttcctttggagttttacatatcgat

<210>

<211>

<212>

<213>

<400>

327
60
DNA
Oryza sativa

327

gagtatatggcatatgcatgtatggttttgtttggttcctttggagttttacatatcgat

<210>

328
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<11>

<212>

<213>

<400>

60
DNA
Oryza sativa

328

ttgttgtacacttgtactctctcgacggaataaatcgagctatatattgtcattctttca

<210>

<211>

<212>

<213>

<400>

329
60
DNA
Oryza sativa

329

tctcatcccttttgcagtccagtgttttttgttatgaattaacagtcccagtgtattctg

<210>

<211>

<212>

<213>

<400>

330
60
DNA
Oryza sativa

330

ttttgaagtacgcatctacggatctacttatatcgatgaatgtaatcatgtageegtgte

<210>

<211>

<212>

<213>

<400>

331
60
DNA
Oryza sativa

331

tccttccaagaaaaagacataaagagttgtcatttgtcaaaccatcaacatttgttctece

<210>

<211>

<212>

<213>

<400>

332
60
DNA
Oryza sativa

332

tgcttgatgagtctgggaaataatcaccttatttcctectgageggttacctgagceaact

<210>

<211>

<212>

<213>

333
60
DNA

Oryza sativa
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<400>

333

cttgtagggttccccgtaaggaaaaaagagtacaacaactattttacattttagecatcaa

<210>

<211>

<212>

<213>

<400>

334
60
DNA
Oryza sativa

334

ggagggagtatcattgtattgagtcatataaagttataaattgtcttggecctataaget

<210>

<211>

<212>

<213>

<400>

335
60
DNA
Oryza sativa

335

catgcttcagactggctactagectgactagttatgtaaatatatacccctaaatatgtge

<210>

<211>

<212>

<213>

<400>

336

60

DNA

Oryza sativa

336

ctatgtgaagatctttacactttagtggggatactttaaagttatccagattctgcatte

<210>

<211>

<212>

<213>

<400>

337

60
DNA
Oryza sativa

337

caggagtaaatgtaatcatgtagtcatccctecttctccaatectttacaatacatttct

<210>

<211>

<212>

<213>

<400>

338
60
DNA
Oryza sativa

338

ggagggagtatcattgtattgagtcatataaagttataaattgtcttggecctataaget

<210>

339
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<11>

<212>

<213>

<400>

60
DNA
Oryza sativa

339

ctatgtgaagatctttacactttagtggggatactttaaagttatccagattctgcattc

<210>

<211>

<212>

<213>

<400>

340
60
DNA
Oryza sativa

340

gtctgecactcetgtcegattgecaaattcaatgggaacaaacgaatcaattatttgggceta

<210>

<211>

<212>

<213>

<400>

341
60
DNA
Oryza sativa

341

catcagtcgtggcgttggtaggaaatacttaacaattcaataaaaaccctaattttcgaa

<210>

<211>

<212>

<213>

<400>

342
60
DNA
Oryza sativa

342

ctatgtgaagatctttacactttagtggggatactttaaagttatccagattctgcatte

<210>

<211>

<212>

<213>

<400>

343
60
DNA
Oryza sativa

343

tgtgttttgataagaatatactagaaatattggegtgctacgetgegeccggttgacgtt

<210>

<211>

<212>

<213>

344
60
DNA

Oryza sativa
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<400>

344

tcagccttaatcgttctattggetggattttttgtaacaaagaaagtatagettctgtcea

<210>

<211>

<212>

<213>

<400>

345
60
DNA
Oryza sativa

345

cttttcttgcaccagtttggtatgtacgtatggattcagttgctcaattttgttagatta

<210>

<211>

<212>

<213>

<400>

346
60
DNA
Oryza sativa

346

aatttttgtaagggaggacctggacttggtggaatgaagcagetgattgcagttaaageg

<210>

<211>

<212>

<213>

<400>

347

60

DNA

Oryza sativa

347

ctgtgtgatctgtctagcaaggggtgtaattcccatacatgaccaatctttttagaacaa

<210>

<211>

<212>

<213>

<400>

348

60
DNA

Oryza sativa

348

gaatggttgcaaatccttgggcatagggagcatgactcaactgaacctatgggtatttaa

<210>

<211>

<212>

<213>

<400>

349
60
DNA
Oryza sativa

349

ttgcaagagcgcatttttaaaagcaaaagaactagtactaccaatcagctagactgctta

<210>

350
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<11>

<212>

<213>

<400>

60
DNA
Oryza sativa

350

ctgtgcagtgttgtaaatagtgtttgaatgttgaagaat cgaaagagcaaagctaattgt

<210>

<211>

<212>

<213>

<400>

351
60
DNA
Oryza sativa

351

gcaaaaaacactttgcatgaaaatcatggttcaagaggcagccagccaaccataattgga

<210>

<211>

<212>

<213>

<400>

352
60
DNA
Oryza sativa

352

acactacacagattgcaaatggttctaatgatcacattaaacagtgcaagtattcatgtce

<210>

<211>

<212>

<213>

<400>

353
60
DNA
Oryza sativa

353

ctgtccaagaatattgectecttttttactggttcacttaaaatgtgagtagggattttt

<210>

<211>

<212>

<213>

<400>

354
60
DNA
Oryza sativa

354

gctaccaatgggatgtacaagttgcttcacaaacatttaatatagtaagcataccatcat

<210>

<211>

<212>

<213>

355
60
DNA

Oryza sativa
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<400>

355

aataatctagtactgctccttgaagaagacggcgtagatgaggcagaagacgcagaagat

<210>

<211>

<212>

<213>

<400>

356
60
DNA
Oryza sativa

356

tgttgagccctaactaagcaccatgattataagaaaattcgaagaaatgtggaaggaaaa

<210>

<211>

<212>

<213>

<400>

357
60
DNA
Oryza sativa

357

ctatgagcgctctatcatttgctgeccatgtgetggattattttgtatatcatctcaatct

<210>

<211>

<212>

<213>

<400>

358
60
DNA
Oryza sativa

358

cttttcttgcaccagtttggtatgtacgtatggattcagttgctcaattttgttagatta

<210>

<211>

<212>

<213>

<400>

359

60
DNA
Oryza sativa

359

caaaccggaagcttcaattcataacctcaaggtaaagaatgtagegttacttagcaagtg

<210>

<211>

<212>

<213>

<400>

360
60
DNA
Oryza sativa

360

catgtcaaggcatccctaaaatgaatggtccatatatatttacccaggaaatgttccaaa

<210>

361
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<11>

<212>

<213>

<400>

60
DNA
Oryza sativa

361

cctatactgattggttatactgaagataaaggaagcagatcaaaatgetctgtttttgte

<210>

<211>

<212>

<213>

<400>

362
60
DNA
Oryza sativa

362

gtcacctctattatcaaacttgettttattgtceccttaatcactctctatgaatgaatgg

<210>

<211>

<212>

<213>

<400>

363
60
DNA
Oryza sativa

363

catgtcaaggcatccctaaaatgaatggtccatatatatttacccaggaaatgttccaaa

<210>

<211>

<212>

<213>

<400>

364
60
DNA
Oryza sativa

364

aaatgaaactgtttagaacaaaaggaataacccccacctagecaccctcattceccagtga

<210>

<211>

<212>

<213>

<400>

365
60
DNA
Oryza sativa

365

cagaattgattgttttcacataatatcataatagaacgctcgtagatgaggtacgtactg

<210>

<211>

<212>

<213>

366
60
DNA

Oryza sativa
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<400>

366

catgtgatgatcacttaggtatatgaaacttgtaaaatacggatctagctctaatcttgg

<210>

<211>

<212>

<213>

<400>

367
60
DNA
Oryza sativa

367

catcagtcgtggcgttggtaggaaatacttaacaattcaataaaaaccctaattttcgaa

<210>

<211>

<212>

<213>

<400>

368
60
DNA
Oryza sativa

368

cacggggaatgttactgaatctgegtccgtttattagcaggtttgecatgettcttgatcet

<210>

<211>

<212>

<213>

<400>

369
60
DNA
Oryza sativa

369

ttccactcctgtgtcatgttttttggtttgecatttcaacttaacaatatcatgeectge

<210>

<211>

<212>

<213>

<400>

370

60
DNA
Oryza sativa

370

aataaactctactgatcaaatgctccaaaagcctcttggacaatcctgettgcaccggac

<210>

<211>

<212>

<213>

<400>

371
60
DNA
Oryza sativa

371

cctcattgcataaaactgtaatgggagtatcgagttctatggaatacttttaacacgtta

<210>

372
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<11>

<212>

<213>

<400>

60
DNA
Oryza sativa

372

ggagggagtatcattgtattgagtcatataaagttataaattgtcttggecctataaget

<210>

<211>

<212>

<213>

<400>

373
60
DNA
Oryza sativa

373

ctgtaaatgcaaagctagctatagactgtaattatctaacattcccatataatctgegtg

<210>

<211>

<212>

<213>

<400>

374
60
DNA
Oryza sativa

374

acaattgttggagttgagtaaactctgttgtatgatgtattcaggagtcatgagtcatga

<210>

<211>

<212>

<213>

<400>

375
60
DNA
Oryza sativa

375

cctaagtgtgctatcatgaatatgctaataatagcagtttagtatatcatccecgcaaaa

<210>

<211>

<212>

<213>

<400>

376
60
DNA
Oryza sativa

376

gctatagtgcaacgaaagatactaatatcgtttacaggtactttatagtgtttctccaag

<210>

<211>

<212>

<213>

377
60
DNA

Oryza sativa
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<400>

377

cttttcttgcaccagtttggtatgtacgtatggattcagttgctcaattttgttagatta

<210>

<211>

<212>

<213>

<400>

378
60
DNA
Oryza sativa

378

gtactcaacagcttattatgacagtgtaaagcaactgaagagtagttcaattgatcattc

<210>

<211>

<212>

<213>

<400>

379
60
DNA
Oryza sativa

379

ggactgaagagatatccaaagcgatccagceccaatggctacagaatttcecttcataactga

<210>

<211>

<212>

<213>

<400>

380
60
DNA
Oryza sativa

380

ctggtatggtagtagagttatggttgcatgactttaatcgttatgattcaaatctegatt

<210>

<211>

<212>

<213>

<400>

381

60
DNA

Oryza sativa

381

cttgaaacgcttggataaaaactggattgttttgctgacagaattgaagataaagatcca

<210>

<211>

<212>

<213>

<400>

382
60
DNA
Oryza sativa

382

gtttttaccaaaagaatattcaatagagctacacttgtatgaaagggcactggtgctatt

<210>

383
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<11>

<212>

<213>

<400>

60
DNA
Oryza sativa

383

gacacacatgttcattctgectattctaacaccaatgtaattggaaatcgactttgattt

<210>

<211>

<212>

<213>

<400>

384
60
DNA
Oryza sativa

384

atcagattagttgatcattatagcactatcagactgtctcgttgtttgctaatcaatgtce

<210>

<211>

<212>

<213>

<400>

385
60
DNA
Oryza sativa

385

agttagattgtcagtttcagaaaccagaggagtaattacagagagtaaaaacactagagt

<210>

<211>

<212>

<213>

<400>

386
60
DNA
Oryza sativa

386

tacgtgtgcatgcacacttttcaatgtatactactttaaaaaggctaccaataatgtcect

<210>

<211>

<212>

<213>

<400>

387
60
DNA
Oryza sativa

387

gtttgttcgetgttgtectetgtttactecgetaatgatataatgtcagtgeagetttece

<210>

<211>

<212>

<213>

388
60
DNA

Oryza sativa
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<400>

388

caattcagtttcaggttttgcgctccattccgacagttgtgegagtattctgttacatca

<210>

<211>

<212>

<213>

<400>

389
60
DNA
Oryza sativa

389

gttttcatctgcagtttatgtgecatatttttgtcatcttaacattgtcgegcacgatgat

<210>

<211>

<212>

<213>

<400>

390
60
DNA
Oryza sativa

390

gcetettcatcagatggtttgtcatgggaacaaaatttcaaacatgagcaaattaaggtca

<210>

<211>

<212>

<213>

<400>

391
60
DNA
Oryza sativa

391

ctcggtgcecagetctttacacctaaatttggtatctagtaattatagtcgttgagataga

<210>

<211>

<212>

<213>

<400>

392

60
DNA

Oryza sativa

392

gtagctgcatacatgtatatatgtgtctatttcacccatctatagctccategtttttaa

<210>

<211>

<212>

<213>

<400>

393
60
DNA
Oryza sativa

393

ttttggggggaatgggcactcatttattctttacaaatgaatatatctccgtaggagtat

<210>

394
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<11>

<212>

<213>

<400>

60
DNA
Oryza sativa

394

catctgtttctccaatcaaatgctacgagggttatgagaggttttcagettgcatccaac

<210>

<211>

<212>

<213>

<400>

395
60
DNA
Oryza sativa

395

gtagctttcgtgatcaactccagattttacttacctcattgtattcaagatggttcaatt

<210>

<211>

<212>

<213>

<400>

396
60
DNA
Oryza sativa

396

tgttacggtatggtaatctctttatgatacggaccctttcactaccacagaacatgtgaa

<210>

<211>

<212>

<213>

<400>

397
60
DNA
Oryza sativa

397

gcagtccaattcagcgtaataaaatattccttgagaggcatgagegatctggecagaaga

<210>

<211>

<212>

<213>

<400>

398
60
DNA
Oryza sativa

398

tgtagtacttaatttcttcgttttttaatgaccgaccaacgttaagecgagetatacaaa

<210>

<211>

<212>

<213>

399
60
DNA

Oryza sativa
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<400>

399

gettgetgtgtcaaattecttgecatgtaaactgecaaatttattatcaagatctcacata

<210>

<211>

<212>

<213>

<400>

400
60
DNA
Oryza sativa

400

ctcggtaaatgtttgactaataacaattgcccctaatcgtcgtattaacagtgctaaata

<210>

<211>

<212>

<213>

<400>

401
60
DNA
Oryza sativa

401

ctgacaataccatggacgttaacacaatgcggtcgaagatgatgagttgatcgetttgea

<210>

<211>

<212>

<213>

<400>

402
60
DNA
Oryza sativa

402

atcgacaatgaatcagtgcatgaacaattgagcgegacttatatgttcatgaggagacta

<210>

<211>

<212>

<213>

<400>

403

60
DNA

Oryza sativa

403

ctgacaataccatggacgttaacacaatgcggtcgaagatgatgagttgatcgetttgca

<210>

<211>

<212>

<213>

<400>

404
60
DNA
Oryza sativa

404

agggccactgaaaacatcttgtgecatatttgttaaggaatatcttaaaaccactaccaa

<210>

405
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<11>

<212>

<213>

<400>

60
DNA
Oryza sativa

405

cgcgtagtattagtgaattattagetagetcttgttgtattgtacccaaaaacttggatt

<210>

<211>

<212>

<213>

<400>

406

60

DNA

Oryza sativa

406

ttttggggggaatgggcactcatttattctttacaaatgaatatatctccgtaggagtat

<210>

<211>

<212>

<213>

<400>

407
60
DNA
Oryza sativa

407

gaccagtggaagctgcattgtgaggcaaaaatgtttttatatatttccatgecatgtatta

<210>

<211>

<212>

<213>

<400>

408
60
DNA
Oryza sativa

408

ggtgtgccaataagtttggtcagetactttaagctatataatgaaatggatttgctaaac

<210>

<211>

<212>

<213>

<400>

409
60
DNA
Oryza sativa

409

gggaataaactagtaaattctactgtacatttgcactagtttgttctttcccatteccta

<210>

<211>

<212>

<213>

410
60
DNA

Oryza sativa
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<400>

410

gacgaatcatgaatctcagaggaccttgtaccactgcacgcttcaatatatatccatcaa

<210>

<211>

<212>

<213>

<400>

411
60
DNA
Oryza sativa

411

ttcgecggctagggttggaatttgtaaatagaagatggtcaataataagattgtttctgg

<210>

<211>

<212>

<213>

<400>

412
60
DNA
Oryza sativa

412

agaaaagccgtggaattatgccgcacaaatctctcatgttttgtceccgactacgggtgtaa

<210>

<211>

<212>

<213>

<400>

413
60
DNA
Oryza sativa

413

cgtgttttcagttttcaataatgggtgtgtttcacgccaaaattagaagtttggttgaaa

<210>

<211>

<212>

<213>

<400>

414

60
DNA

Oryza sativa

414

gtggttgtagaattttttacttgectttgaacgctaatgttaatagecattgttgctagag

<210>

<211>

<212>

<213>

<400>

415
60
DNA
Oryza sativa

415

tcaacgtcttcataattcacccagggtatgaagtatacctgctagaatcggtgggctatg

<210>

416
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<11>

<212>

<213>

<400>

60
DNA
Oryza sativa

416

atcaaaagggacataacctgaaaggtagatggaaataagactacagacaagttgcaagcc

<210>

<211>

<212>

<213>

<400>

417
60
DNA
Oryza sativa

417

gtcgtagtgtcegtgtcaggtattgtagtattgtaatttgtgectgatctatgaataaaatg

<210>

<211>

<212>

<213>

<400>

418
60
DNA
Oryza sativa

418

gccattctcaacccaatgactaagatggtgtctatagecattaaataaggtgcecacctaga

<210>

<211>

<212>

<213>

<400>

419
60
DNA
Oryza sativa

419

atactacagtgatgaggccatagatagcatgatgaactagtcttagetgttctccacaaa

<210>

<211>

<212>

<213>

<400>

420
60
DNA
Oryza sativa

420

ccggttcacagatcgagatcttgecatgtgtatatgtatgtggagecatgtgaactetttt

<210>

<211>

<212>

<213>

421
60
DNA

Oryza sativa
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<400>

421

atctcgtgtggtcacgtgtgtggtctgatctaatgaatgaatctagecattgetgttgea

<210>

<211>

<212>

<213>

<400>

422
60
DNA
Oryza sativa

422

ctctgttcttcatgtattcttgactctgctaaatgccaaataatgaaagttattctctee

<210>

<211>

<212>

<213>

<400>

423
60
DNA
Oryza sativa

423

caatcatcagtaatgcccacaatggctgatggaaaatatattgtgettccgattattaat

<210>

<211>

<212>

<213>

<400>

424
60
DNA
Oryza sativa

424

gggtggatggaccgtatcttaatttttectegatttttetttgtgagtggttttatattt

<210>

<211>

<212>

<213>

<400>

425

60
DNA
Oryza sativa

425

cactacagcccaccaaaatatgtacccgattttatctcccttattaaaatcaaactatac

<210>

<211>

<212>

<213>

<400>

426
60
DNA
Oryza sativa

426

gagttcatctgcaagcatgcectatattagcatgegaaattaatgctaaaatatgtagtac

<210>

427
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<11>

<212>

<213>

<400>

60
DNA
Oryza sativa

427

ttcttatgtgttcgtgcaataatatagaagctcaataagcagagtaaacatatggggttc

<210>

<211>

<212>

<213>

<400>

428
60
DNA
Oryza sativa

428

tcctatgctgtatcaaaatcaaaggatatgtttatagaattatagtgecectgttgette

<210>

<211>

<212>

<213>

<400>

429
60
DNA
Oryza sativa

429

cctageccgectaggaaaatcaactttcaatageggttgaatgaaageccagttgtgaaaa

<210>

<211>

<212>

<213>

<400>

430
60
DNA
Oryza sativa

430

gtgattcgggcttgatcatcatccacttgattttgtgagcatcatgatacaaattattaa

<210>

<211>

<212>

<213>

<400>

431
60
DNA
Oryza sativa

431

caagtaggcgggagctcagacaagaacattgctgaatttgtagcaaaatatttatcaaat

<210>

<211>

<212>

<213>

432
60
DNA

Oryza sativa
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<400>

432

ttactggaggaacttgagatcattagagaagccgaaagtgaactagaatcaaacaactga

<210>

<211>

<212>

<213>

<400>

433
60
DNA
Oryza sativa

433

cacttccctattaatcgacaactataactgaattgtaaagtcagagatgtcactatactc

<210>

<211>

<212>

<213>

<400>

434
60
DNA
Oryza sativa

434

cacttccctattaatcgacaactataactgaattgtaaagtcagagatgtcactatactce

<210>

<211>

<212>

<213>

<400>

435
60
DNA
Oryza sativa

435

gagacctttcgatcgettgtatttgegtagttgtatactegtgttgtatttgagtttttt

<210>

<211>

<212>

<213>

<400>

436

60
DNA

Oryza sativa

436

gtctttgtaaataggattatagttagttgagtgagggagatagtactggtcgattttgta

<210>

<211>

<212>

<213>

<400>

437
60
DNA
Oryza sativa

437

gcagtggtgctgaaatctttataaageccttcagtttaccgettaccacttttgettcaa

<210>

438

-111 -

on

=2
=

=]
=

5

10-1487824



<11>

<212>

<213>

<400>

60
DNA
Oryza sativa

438

ccattgagtcatgattcatgataccttttctcctaaacgaaatacatcttettttgettg

<210>

<211>

<212>

<213>

<400>

439
60
DNA
Oryza sativa

439

ggcgceccaaatctagtaatctactttctacaacattataatttgtttgegetgacaaaat

<210>

<211>

<212>

<213>

<400>

440
60
DNA
Oryza sativa

440

tgtgtatgaaaatgtggcaataaataaagtcagcacctctccatgtgecatgecttatttt

<210>

<211>

<212>

<213>

<400>

441
60
DNA
Oryza sativa

441

tgttcttetgettctttggaagatcatatctttecttcttacaatgtgaaatacggatgct

<210>

<211>

<212>

<213>

<400>

442
60
DNA
Oryza sativa

442

ggaatcttttcatcaatcccattaccatgtagttceecttttagactgtattgtcaaata

<210>

<211>

<212>

<213>

443
60
DNA

Oryza sativa
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<400>

443

tttccagatgaccagatcactaaacagggcatttaagtccattgataattacgetttttt

<210>

<211>

<212>

<213>

<400>

444
60
DNA
Oryza sativa

444

ttgggtttgttcaatacagctgtaatatgatgagcaacatactagttaacagagtagtgt

<210>

<211>

<212>

<213>

<400>

445
60
DNA
Oryza sativa

445

tgggacgactcgacccgaacagggtgtaatcgattcatggettcaatagtctctaactga

<210>

<211>

<212>

<213>

<400>

446
60
DNA
Oryza sativa

446

ctggaaatcaagcaagatgatagttttatcatgecttcegttcatgcatgagagattatga

<210>

<211>

<212>

<213>

<400>

447

60
DNA
Oryza sativa

447

ctaccttgttgctgtcagtaaaaagatcgatggatctctcteggtcgattttttaagtaa

<210>

<211>

<212>

<213>

<400>

448
60
DNA
Oryza sativa

448

ttggttctgtgaaactgtgacatatattgaaagatgtcgttcactagtagcaatggctaa

<210>

449
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<11>

<212>

<213>

<400>

60
DNA
Oryza sativa

449

aagcctacaagcctcaaatgtaattatgaataagggecatgetttctacaagtgtaattt

<210>

<211>

<212>

<213>

<400>

450
60
DNA
Oryza sativa

450

gcectacttacagtcecatcecgetacaagtataaataatagaagtttggttctcattgetttg

<210>

<211>

<212>

<213>

<400>

451
60
DNA
Oryza sativa

451

gtacacccgagtttgtacatgtgcaatagcaaattcattaattttgtgagagtgacattt

<210>

<211>

<212>

<213>

<400>

452
60
DNA
Oryza sativa

452

aagcctacaagectcaaatgtaattatgaataagggcecatgetttctacaagtgtaattt

<210>

<211>

<212>

<213>

<400>

453
60
DNA
Oryza sativa

453

gatgttgagttgttgacatccaagatgccacggaattaattttgaacaattgtttctaac

<210>

<211>

<212>

<213>

454
60
DNA

Oryza sativa
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<400>

454

catctatcatgtttggatgctgctttctccgtgaatgtgatgataataataatcagaaga

<210>

<211>

<212>

<213>

<400>

455
60
DNA
Oryza sativa

455

catctatcatgtttggatgctgctttctccgtgaatgtgatgataataataatcagaaga

<210>

<211>

<212>

<213>

<400>

456
60
DNA
Oryza sativa

456

ccattggaatcactcacttgtaatttgttgttgtataaccaatgcattgtgatcatcatce

<210>

<211>

<212>

<213>

<400>

457
60
DNA
Oryza sativa

457

gcggggtttgtgccgatatatgttactatacatgagtatatgtcaataaaaactagtact

<210>

<211>

<212>

<213>

<400>

458

60
DNA
Oryza sativa

458

gtactgtgtgtgtgaccgatgtatgtatcactttgtattattatgcatgtgatggaataa

<210>

<211>

<212>

<213>

<400>

459
60
DNA
Oryza sativa

459

ttttgtggttcatgtgcattctacaagtttcttgetcttccaacgacgccaacaaattag

<210>

460
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<11>

<212>

<213>

<400>

60
DNA
Oryza sativa

460

gaactagttcttgtcaacgataagtaatccaatccaagcgtgagctcacgegtgceacttt

<210>

<211>

<212>

<213>

<400>

461
60
DNA
Oryza sativa

461

gtacataacagacaaagcaggtttattagtatgtgtttctgtgtagtttaaccttgaacg

<210>

<211>

<212>

<213>

<400>

462
60
DNA
Oryza sativa

462

gtacgtgtgtagtagtgtatgtgegtgtgtatcttatcttcttttatgtaatcggaaaga

<210>

<211>

<212>

<213>

<400>

463
60
DNA
Oryza sativa

463

catgtgcactgtagtacatgtttcttgttccttgaactcgaacgaatttgaactgectat

<210>

<211>

<212>

<213>

<400>

464
60
DNA
Oryza sativa

464

catgtgcactgtagtacatgtttcttgttccttgaactcgaacgaatttgaactgectat
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